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Figure S1. Reduced Col1 deposition in tumors from mice lacking PDGFB in platelets. Sections of 
tumor tissue from 14-weeks old WT and pl-PDGFB KO RT2- positive mice were stained with Mas-
son trichrome for Col1 and the blue stained areas were quantified using Image J (WT n=9; KO n=8, 
P=0.0025). Error bars in the graphs represent the standard error of mean (SEM). **p=0.0025. 
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Figure S2. Endothelial cells are the major source of PDGFB transcription in RT2 tumors. Expression 
of PDGFB was analyzed by qPCR using RNA extracted from whole tumors or from endothelial cells 
(ECs) isolated from 14-weeks old WT and pl-PDGFB KO RT2-positive mice (WT n=11; KO n=10, ECs 
n=4, P=0.0005, 0.0007 and 0.7045 respectively). Error bars in the graphs represent the standard error 
of mean (SEM). ****p=0.0005 and 0.0007. 

 
Figure S3. Proliferation and apoptosis of PDGFRɑ+ CAFs in tumor tissue from WT and pl-PDGFB 
KO mice. Tumor sections from 14-weeks old WT and pl-PDGFB KO RT2-positive mice were im-
munostained for PDGFRa (n=5/group) and coimmunostained for (A) phospho-histone 3 (pH3) to 
assess proliferation (P=0.3095) or (B) cleaved caspase-3 to assess apoptosis (P=0.4206). The positive 
area was quantified using Image J. Error bars in the graphs represent the standard error of mean 
(SEM). 
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Figure S4. Expression levels of TGFb, PDGF-A, -C and -D are similar in tumor tissue from WT and 
pl-PDGFB KO mice. Expression of (A) TGFb (WT n=11; KO n=10, P=0.7045), (B) PDGF-A (WT n=6; 
KO n=10, P=0.4923), (C) PDGF-C (WT n=10; KO n=10, P=0.0892) and (D) PDGF-D (WT n=11; KO 
n=10, P=0.3867) was analyzed by qPCR using RNA extracted from whole tumors from 14-weeks old 
WT and pl-PDGFB KO RT2- positive mice. Error bars in the graphs represent the standard error of 
mean (SEM). 
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