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NFYA (Novel splicing aberration (Acceptor)
DPCD (Novel splicing aberration (Acceptor
HTRA1 (Novel sFllcmg aberration (Acceptor))
FAM234A (Novel splicing aberration (Acceptor))
NRSN2 (Novel splicing aberration (Acceptor)
GPNMB (Novel splicing aberration (Acceptor))
CCDC74A (Novel splicing aberration (Acceptor))
CLTB (Novel splicing aberration (Acceptor;

TRPM1 (Novel splicing aberration (Donor? 0
CPT1B (Novel splicing aberration (Acceptor))
POLR1 '\}Novel splicing aberration (Acceptor))
USP39 (Novel splicing aberration (Acceptor))
CC2D1A (Novel splicing aberration (Acceptor))
UQCC1 (Novel splicing aberration (Acceptor)
CDK2 (Novel splicing aberration (Acceptor))
ZFYVE27 (Novel splicing aberration (Acceptor))
RPL7A (Novel splicing aberration (Acceptor))
NACA (7N0vel splicing aberration (Donor))
ZNF207 (Novel splicing aberration (Acceptor)) 4
RPS15A (Novel splicing aberration (Acceptor, -
RPS27A (Novel splicing aberration (Acceptor,

RPSA (Novel splicing aberration (Acceptor))

PPP2R5A (Novel splicing aberration (Acceptor))

MPRIP (Novel splicing aberration (Acceptor))

ATP8B2 (Novel splicing aberration XAcceptor )
SYVN1'\SNoveI splicing aberration (Acceptor)

NET1 (Novel splicing aberration .(Acceptor)?

NDUFB1 (Novel splicing aberration (Acceptor))

TEX41 (Novel splicing aberration (Acceptor))

AC245100.9 (Novel splicing aberration (Acceptor))

WNK4 (zNoveI splicing aberration (Acceptor)

METTL26 (Novel splicing aberration (Acceptor))

PNKP (Novel splicing aberration ,(Acceptors)

ERVK3-1 (Novel splicing aberratlonADonor )

FBXL19 (Novel splicing aberration (Acceptot))

BRD9 (Novel splicing aberration (Donor)
DRG2 (Novel splicing aberration (Acceptor
DZIP3 (Novel splicing aberration (Acceptor
MYO15B (Novel splicing aberration (Acceptor))
IDUA (Novel splicing aberration (Acceptorsj
UBA1 (Novel splicing aberration (Acceptor,
NAT10 (Novel splicing aberration (Acceptor))
ENOSF1 (Novel splicing aberration (Acceptor))
OXA1L (Novel splicing aberration (Acceptor))
ZNF638 (Novel splicing aberration (Donor)?
PPP6R3 gNoveI splicing aberrat_loniAccep or)

-2

Novel splicing aberration Acceptorgg
Novel splicing aberration (Donor))

SH3D21
SLC4A3
DHX38 (Novel splicing aberration& ccePtor))
OAS1 (6Novel ?\F icing aberration (Acceptor))
AC012651.1 (Novel splicing aberration (Acceptor))
AC012651.1 (Novel splicing aberration (Donor))
PLXNAS (Novel splicing aberration (Acceptor)
TCERG1 (Novel s,p,llcmgl)aberljatlon (Acceptor))
NONO (Novel splicing aberration (Acceptor)
NOP58 (Novel splicing aberration (Acceptor
VARS? (Novel splicing aberration (Acceptor

STIP1 “\lovel splicing aberration Bcceptor)

RPL4 (Novel splicing aberration (Donor))
HSD17B14 (Novel splicing aberration (Donor,
SMARCD?2 (Novel splicing aberration (Donor,
SF3A2 (Novel splicing aberration (Acceptor)
ARMC9 (Novel splicing aberration (Acceptor
NMRK2 (Novel splicing aberration (Acceptor,
HIP1R (Novel splicing aberration (Acceptor)
TESK1 (Novel splicing aberration (Acceptor))
ERGICSANoveI splicing aberration (Donor))
PRPF38A (Novel splicing aberration XAcceptor )
POLR3C (Novel splicing aberration (Acceptor)
TPCN2 s ovel splicing aberration (Acceptor))
GUSBP11 (Novel splicing aberration (Acceptor))
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(PFS =60 months)
(PFS <60 months)
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