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Enrichment plot: GOBP_TELOMERE_ORGANIZATION
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Enrichment plot:
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Enrichment plot:
GOBP_MICROGLIAL_CELL_ACTIVATION
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Gene Set Enrichment Analysis for genes up- or down-regulated in various Gene Ontology
Biological Processes (Obtained through Gene Set Enrichment Analysis, https://www.gsea-
msigdb.org/gsealindex.jsp). Enrichment plot for the Gene Set GOBP_RIBOSOME_BIOGENESIS
enriched in Cluster 1 (A), the Gene Set GOBP_TELOMERE_ORGANIZATION, enriched in
Cluster 1 (B), the Gene Set GOBP_REGULATION_OF_MACROPHAGE_MIGRATION, enriched
in Cluster 2 (C) and the Gene Set GOBP_MICROGLIAL_CELL_ACTIVATION, enriched in Cluster
2 (D), are shown.



