Supplementary Materials

Gene expression (log2(TPM)) of the genes PEBP1 (RKIP), SNAI1 (SNAIL), VIM, CDH1 (E-
Cadherin), CDH2 (N-Cadherin), EPCAM, LAMA1 and LAMBI, across 22 different types of
cancer in the Cancer Genome Atlas (TCGA). BLCA, Bladder Urothelial Carcinoma; BRCA, Breast
invasive carcinoma; CESC, Cervical squamous cell carcinoma and endocervical adenocarcinoma;
CHOL, Cholangiocarcinoma; COAD, Colon adenocarcinoma; ESCA, Esophageal carcinoma;
HNSC, Head and Neck squamous cell carcinoma; KICH, Kidney Chromophobe; KIRC, Kidney
renal clear cell carcinoma; KIRP, Kidney renal papillary cell carcinoma; LIHC, Liver
hepatocellular carcinoma; LUAD, Lung adenocarcinoma; LUSC, Lung squamous cell carcinoma;
PAAD, Pancreatic adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; PRAD,
Prostate adenocarcinoma; READ, Rectum adenocarcinoma; SARC, Sarcoma; SKCM, Skin
Cutaneous Melanoma; STAD, Stomach adenocarcinoma; THCA, Thyroid carcinoma; THYM,
Thymoma; UCEC. Pair-wise Pearson's correlation between PEBP1 and each of the biomarkers
(SNAI1, VIM, CDH1, CDH2, EPCAM, LAMA1 and LAMB1) were across for each of the 22
different types of cancer and their normal tissues in the TCGA. Significance is listed for each
cancer type, for each biomarker with PEBP1.
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Supplementary Figure S1. RKIP vs SNAI1 across normal and cancerous tissues.

Gene expression (log2(TPM)) of the genes PEBP1 (RKIP), SNAI1 (SNAIL), VIM, CDH1 (E-
Cadherin), CDH2 (N-Cadherin), EPCAM, LAMA1 and LAMBI1, across 22 different types of
cancer in the Cancer Genome Atlas (TCGA). BLCA, Bladder Urothelial Carcinoma; BRCA,
Breast invasive carcinoma; CESC, Cervical squamous cell carcinoma and endocervical
adenocarcinoma; CHOL, Cholangiocarcinoma; COAD, Colon adenocarcinoma; ESCA,
Esophageal carcinoma; HNSC, Head and Neck squamous cell carcinoma; KICH, Kidney
Chromophobe; KIRC, Kidney renal clear cell carcinoma; KIRP, Kidney renal papillary cell
carcinoma; LIHC, Liver hepatocellular carcinoma; LUAD, Lung adenocarcinoma; LUSC, Lung
squamous cell carcinoma; PAAD, Pancreatic adenocarcinoma; PCPG, Pheochromocytoma and
Paraganglioma; PRAD, Prostate adenocarcinoma; READ, Rectum adenocarcinoma; SARC,
Sarcoma; SKCM, Skin Cutaneous Melanoma; STAD, Stomach adenocarcinoma; THCA, Thyroid
carcinoma; THYM, Thymoma; UCEC. Pair-wise Pearson's correlation between PEBP1 and SNAI1
were across for each of the 22 different types of cancer and their normal tissues in the TCGA.

Significance is listed for each cancer type, for each biomarker with PEBP1.



cancers

normals

cancers

normals

cancers

normals

cancers

normals
log2(VIM TPM)

10g2(VIM TPM)

log2(VIM TPM)

10g2(VIM TPM)

log2(VIM TPM)

10g2(VIM TPM)

10g2(VIM TPM)

10g2(VIM TPM)

08

100

n

" p-value = 00025 & prvale=53-17 ° . o | pvae=13e-05 2 pvalue=07 p-value =0.013
R=-015 . R=-025 R=02§ R=-0068 R=-015
« o : B
z- z 2 3 E
g g- g - g g
g- g g .. £ £
Y e & 2 E o I T 9 &= n 7 15 s e sa s 6 70 s w0 a5 a s e 1 s
10g2(PEBP1 TPM) (PEBP1 TPM) log2(PEBP1 TPM) log2(PEBP1 TPM) l0g2(PEBP1 TPM)
prvalue = 045" =03 w | pvae=018 prvaue =088 = pvalue=0046
RA018 = §{ R=-089 =1 r=-0: R=0024 R=056
£ g, g s s
g £® E. £ E-
= = - H H
g° Sy g z g-
H g3 B 4 : ¥
7 e us " 7 7 o oes o7 1w ormoam e aw Y s w1
10g2(PEBP1 TPM) 10g2(PEBP1 TPM) 1og2(PEBP1 TPM) 10g2(PEBP1 TPM) log2(PEBP1 TPM)
prvalue =079 1 pvaezo1e p-value =0,0029 " o povalue=0025
R=-0011 R=-016 - R=-013 R=-01
g g 2. g g-
- . N .
T 65 70 s s0 a5 a0 s w0 ] T 15 s s s0 a5 wo ) I
10g2(PEBP1 TPM) 10g2(PEBP1 TPM) 10g2(PEBP1 TPM) 10g2(PEBP1 TPM) 10g2(PEBP1 TPM) 10g2(PEBP1 TPM)
[~ p-valve = 0.023 =~ p-value = 0.00054 p-valle = 0,00031 p-value = 0.0054 pvalve =035 [ pvalue =081
R=04 R=-084 _ | R=-om 3| R=0s R=-013 . | RE00n
= ¥ = e o1 = =
g - H gz g -
2 2. 2 2 = :
H 2 3 H 18
s
8 s0 s w0 ws  mo 58 ss  wa s w0 n as 100 T 18 ) o2
Iog2(PEBP1 TPM) log2(PEBP1 TPM) 10G2(PEBP1 TPM) 10g2(PEBP1 TPM)
o El o | praue=oom2 =027 .
21 R=-0m R=-012°" A e
% 3 g- ] : % :
s e 1 o8 s e ' ' . s B o " O es 10 15 om0 bs B
10g2(PEBP1 TPM) 1og2(PEBP1 TPM) Iog2(PEBP1 TPM) 10g2(PEBP1 TPM) 10g2(PEBP1 TPM)
prvalue =058 p-value =022 p-value =019 21 pvave=018 =023
R=-008 =078 54 R=09 R=019 2 R=041 =
2 3 . .
E sz s 2 s o
v B £, & B
g . P H s
g g g3 g g
§ H] g g N £ =5
oo 1w o om 3o 38 an 45 s ss 6o T mz oms o ws s e owe nz me we m w0 o7 o7 o o om vo:o3 45
10g2(PEBP1 TPM) l0g2(ERBB2 TPM) l0g2(PEBP1 TPM) 10g2(PEBP1 TPM) log2(PEBP1 TPM) 10g2(PEBP1 TPM)
p-value = 1 50<06 - prvalue =0.034 2 .| pvae=7e-08
R=02 = R=-011 - R=047
= 2 - H
< s. H = & s
$ g° - §
. ? " 9 0 ss 60 es 70 75 s0  as s sa a5 90 35 w0 ws w0 60 65 70 715 80 88 €5 70 75 80 85 %0 a5
10g2(PEBP1 TPM) log2(PEBP1 TPM) log2(PEBP1 TPM) log2(PEBP1 TPM) log2(PEBP1 TPM)
~value = 326-08 g alue = 091 <068 vake =01 T
R0 3y w | R=0055 =4 R0z R:.g;;s“‘
E P E
5. o 5 i
g £: . g
= ¢ H 5 ¥ &
2. 2 3 ]
3 g2 8
2 2 K ?
B 7 . H @ ss e s w0 ws o 12 14 18 78 a0 0 s 0 as
log2(PEBP1 TPM) log2(PEBP1 TPM) 10g2(PEBP1 TPM) log2(ERBB2 TPM)

THCA

THYM




Supplementary Figure S2. RKIP vs VIM across normal and cancerous tissues.

Gene expression (log2(TPM)) of the genes PEBP1 (RKIP), SNAIL1 (SNAIL), VIM, CDH1 (E-Cadherin),
CDH2 (N-Cadherin), EPCAM, LAMA1 and LAMB1, across 22 different types of cancer in the Cancer
Genome Atlas (TCGA). BLCA, Bladder Urothelial Carcinoma; BRCA, Breast invasive carcinoma; CESC,
Cervical squamous cell carcinoma and endocervical adenocarcinoma; CHOL, Cholangiocarcinoma; COAD,
Colon adenocarcinoma; ESCA, Esophageal carcinoma; HNSC, Head and Neck squamous cell carcinoma;
KICH, Kidney Chromophobe; KIRC, Kidney renal clear cell carcinoma; KIRP, Kidney renal papillary cell
carcinoma; LIHC, Liver hepatocellular carcinoma; LUAD, Lung adenocarcinoma; LUSC, Lung squamous
cell carcinoma; PAAD, Pancreatic adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; PRAD,
Prostate adenocarcinoma; READ, Rectum adenocarcinoma; SARC, Sarcoma; SKCM, Skin Cutaneous
Melanoma; STAD, Stomach adenocarcinoma; THCA, Thyroid carcinoma; THYM, Thymoma; UCEC. Pair-
wise Pearson's correlation between PEBP1 and VIM were across for each of the 22 different types of cancer

and their normal tissues in the TCGA. Significance is listed for each cancer type, for each biomarker with
PEBP1.
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Supplementary Figure S3. RKIP vs CDH2 across normal and cancerous tissues.

Gene expression (log2(TPM)) of the genes PEBP1 (RKIP), SNAI1 (SNAIL), VIM, CDH1 (E-Cadherin),
CDH2 (N-Cadherin), EPCAM, LAMA1 and LAMB1, across 22 different types of cancer in the Cancer
Genome Atlas (TCGA). BLCA, Bladder Urothelial Carcinoma; BRCA, Breast invasive carcinoma; CESC,
Cervical squamous cell carcinoma and endocervical adenocarcinoma; CHOL, Cholangiocarcinoma; COAD,
Colon adenocarcinoma; ESCA, Esophageal carcinoma; HNSC, Head and Neck squamous cell carcinoma;
KICH, Kidney Chromophobe; KIRC, Kidney renal clear cell carcinoma; KIRP, Kidney renal papillary cell
carcinoma; LIHC, Liver hepatocellular carcinoma; LUAD, Lung adenocarcinoma; LUSC, Lung squamous
cell carcinoma; PAAD, Pancreatic adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; PRAD,
Prostate adenocarcinoma; READ, Rectum adenocarcinoma; SARC, Sarcoma; SKCM, Skin Cutaneous
Melanoma; STAD, Stomach adenocarcinoma; THCA, Thyroid carcinoma; THYM, Thymoma; UCEC. Pair-
wise Pearson's correlation between PEBP1 and CDH2 were across for each of the 22 different types of cancer

and their normal tissues in the TCGA. Significance is listed for each cancer type, for each biomarker with
PEBP1.
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Supplementary Figure S4. RKIP vs CDH1 across normal and cancerous tissues.

Gene expression (log2(TPM)) of the genes PEBP1 (RKIP), SNAIL1 (SNAIL), VIM, CDH1 (E-Cadherin),
CDH2 (N-Cadherin), EPCAM, LAMA1 and LAMB1, across 22 different types of cancer in the Cancer
Genome Atlas (TCGA). BLCA, Bladder Urothelial Carcinoma; BRCA, Breast invasive carcinoma; CESC,
Cervical squamous cell carcinoma and endocervical adenocarcinoma; CHOL, Cholangiocarcinoma; COAD,
Colon adenocarcinoma; ESCA, Esophageal carcinoma; HNSC, Head and Neck squamous cell carcinoma;
KICH, Kidney Chromophobe; KIRC, Kidney renal clear cell carcinoma; KIRP, Kidney renal papillary cell
carcinoma; LIHC, Liver hepatocellular carcinoma; LUAD, Lung adenocarcinoma; LUSC, Lung squamous
cell carcinoma; PAAD, Pancreatic adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; PRAD,
Prostate adenocarcinoma; READ, Rectum adenocarcinoma; SARC, Sarcoma; SKCM, Skin Cutaneous
Melanoma; STAD, Stomach adenocarcinoma; THCA, Thyroid carcinoma; THYM, Thymoma; UCEC. Pair-
wise Pearson's correlation between PEBP1 and CDH1 were across for each of the 22 different types of cancer
and their normal tissues in the TCGA. Significance is listed for each cancer type, for each biomarker with
PEBP1.
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Supplementary Figure S5. RKIP vs EPCAM across normal and cancerous tissues.

Gene expression (log2(TPM)) of the genes PEBP1 (RKIP), SNAIL1 (SNAIL), VIM, CDH1 (E-Cadherin),
CDH2 (N-Cadherin), EPCAM, LAMAL and LAMB1, across 22 different types of cancer in the Cancer
Genome Atlas (TCGA). BLCA, Bladder Urothelial Carcinoma; BRCA, Breast invasive carcinoma; CESC,
Cervical squamous cell carcinoma and endocervical adenocarcinoma; CHOL, Cholangiocarcinoma; COAD,
Colon adenocarcinoma; ESCA, Esophageal carcinoma; HNSC, Head and Neck squamous cell carcinoma;
KICH, Kidney Chromophobe; KIRC, Kidney renal clear cell carcinoma; KIRP, Kidney renal papillary cell
carcinoma; LIHC, Liver hepatocellular carcinoma; LUAD, Lung adenocarcinoma; LUSC, Lung squamous
cell carcinoma; PAAD, Pancreatic adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; PRAD,
Prostate adenocarcinoma; READ, Rectum adenocarcinoma; SARC, Sarcoma; SKCM, Skin Cutaneous
Melanoma; STAD, Stomach adenocarcinoma; THCA, Thyroid carcinoma; THYM, Thymoma; UCEC. Pair-
wise Pearson's correlation between PEBP1 and EPCAM were across for each of the 22 different types of
cancer and their normal tissues in the TCGA. Significance is listed for each cancer type, for each biomarker
with PEBP1.
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Supplementary Figure S6. RKIP vs LAMAL1 across normal and cancerous tissues.

Gene expression (log2(TPM)) of the genes PEBP1 (RKIP), SNAIL1 (SNAIL), VIM, CDH1 (E-Cadherin),
CDH2 (N-Cadherin), EPCAM, LAMA1 and LAMB1, across 22 different types of cancer in the Cancer
Genome Atlas (TCGA). BLCA, Bladder Urothelial Carcinoma; BRCA, Breast invasive carcinoma; CESC,
Cervical squamous cell carcinoma and endocervical adenocarcinoma; CHOL, Cholangiocarcinoma; COAD,
Colon adenocarcinoma; ESCA, Esophageal carcinoma; HNSC, Head and Neck squamous cell carcinoma;
KICH, Kidney Chromophobe; KIRC, Kidney renal clear cell carcinoma; KIRP, Kidney renal papillary cell
carcinoma; LIHC, Liver hepatocellular carcinoma; LUAD, Lung adenocarcinoma; LUSC, Lung squamous
cell carcinoma; PAAD, Pancreatic adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; PRAD,
Prostate adenocarcinoma; READ, Rectum adenocarcinoma; SARC, Sarcoma; SKCM, Skin Cutaneous
Melanoma; STAD, Stomach adenocarcinoma; THCA, Thyroid carcinoma; THYM, Thymoma; UCEC. Pair-
wise Pearson's correlation between PEBP1 and LNMAZl1were across for each of the 22 different types of cancer
and their normal tissues in the TCGA. Significance is listed for each cancer type, for each biomarker with
PEBP1.
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Supplementary Figure S7. RKIP vs LAMBI1 across normal and cancerous tissues.

Gene expression (log2(TPM)) of the genes PEBP1 (RKIP), SNAI1 (SNAIL), VIM, CDH1 (E-Cadherin),
CDH2 (N-Cadherin), EPCAM, LAMA1 and LAMB1, across 22 different types of cancer in the Cancer

Genome Atlas (TCGA). BLCA, Bladder Urothelial Carcinoma; BRCA, Breast invasive carcinoma; CESC,

Cervical squamous cell carcinoma and endocervical adenocarcinoma; CHOL, Cholangiocarcinoma; COAD,

Colon adenocarcinoma; ESCA, Esophageal carcinoma; HNSC, Head and Neck squamous cell carcinoma;
KICH, Kidney Chromophobe; KIRC, Kidney renal clear cell carcinoma; KIRP, Kidney renal papillary cell
carcinoma; LIHC, Liver hepatocellular carcinoma; LUAD, Lung adenocarcinoma; LUSC, Lung squamous
cell carcinoma; PAAD, Pancreatic adenocarcinoma; PCPG, Pheochromocytoma and Paraganglioma; PRAD,

Prostate adenocarcinoma; READ, Rectum adenocarcinoma; SARC, Sarcoma; SKCM, Skin Cutaneous
Melanoma; STAD, Stomach adenocarcinoma; THCA, Thyroid carcinoma; THYM, Thymoma; UCEC. Pair-

wise Pearson's correlation between PEBP1 and LAMBI1 were across for each of the 22 different types of
cancer and their normal tissues in the TCGA. Significance is listed for each cancer type, for each biomarker

with PEBP1.

14



	Blank Page



