
 

Figure S1: KM survival analysis of the association between TCIRG1 expression and OS (A–F), PF (G–M), and DSS (N–W). 

 

 

 



 

 

Figure S2: The relationship between TCIRG1 and immune cells in renal clear cell carcinoma tissue is revealed by several 

algorithms. 



 

 
Figure S3: uncropped original western blots of Figure 9. 


