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Figure S1. Comparison of ACOT7 expression between normal and tumor tissues with corresponding
immunohistochemistry images. (A) Breast. (B) Cervix. (C) Liver. (D) Thyroid. (E) Lung. Notes: * p <
0.05, **** p<0.0001.
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Figure S2. ACOT7 mRNA expression in pan-cancer. Association between ACOT7 expression and TNM
stage in (A) HNSC, (B) KIRC, (C) KIRP, (D) LIHC, (E) LUAD, and (F) THCA,; difference in ACOT7
expression in paired normal and tumor tissues in (G) BLCA, (H) BRCA, (I) HNSC, (J) KICH, (K) KIRC,
(L) KIRP, (M) LIHC, (N) LUSC, (O) STAD, and (P) THCA. Notes: * p < 0.05, ** p < 0.01, *** p <
0.001, **** p<0.0001.
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Figure S3. Kaplan—Meier curves of patients with different ACOT7 expression in 10 cancers including
(A) ACC, (B) BLCA, (C) GBM, (D) KIRP, (E) LAML, (F) LIHC, (G) LUAD, (H) LUSC, ()MESO,
and (J) OV.



