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Supplementary Table S1. The list of mRNA biomarker candidates and primer sequences used for validation. 
 

Gene 
Symbol 

Accession No Primer Sequence (5' to 3') Amplicon Size* (bp) 

PPL NM_002705.4 

OF:GGAAACAAAGGCAAATACAGC 66 

  OR:TGTGTCCACGATGTTCTTCTC  
  IF:CCGGAGCATCTCTAACAAGGA  
    IR:ACCTGGTCGGCATTCTTCTG   
SEMA4B NM_198925.2 

OF:CAGCCTCTACCAGCCTCA 77 

  OR:CTGGAACTGGACTTGCTCA  
  IF:ATCCAGGACATCGAGGGAGC  
    IR:GTTGGTACAAAAGACGGGGAC   
SPINK7 NM_032566.2 

OF:CCTGCCCCATCACATACCTA 79 

  
OR:AGAGCCTGGGATGATGAAGAT
G  

  IF:CATCACCTATGGGAATGAATGTC  

    
IR:TCCATCGTGAAGAAACTGAACT
C   

GAPDH # NM_002046.4 

OF:CAACAGCCTCAAGATCATCA 112 

  OR:CCATCACGCCACAGTTTC  
  IF:CCAACTGCTTAGCACCCCTG  
    IR:GGGCCATCCACAGTCTTCTG   
ACTB # NM_001101.3 

CAGAGCCTCGCCTTTGCC 73 

  ATGCCGGAGCCGTTGTCG  
  CCTCGCCTTTGCCGATCC  
    GAGCGCGGCGATATCATCA   

Abbreviations: O, outer; I, inner; F, forward; R, reverse.* The amplicon size is the nested PCR product size using 
IF+IR primers. # Saliva internal reference (SIR) gene. 
 

 
 
 
 
 
 
 
 
 
 
 

http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&id=118572594
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&id=155029563
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&id=45505174
http://www.ncbi.nlm.nih.gov/entrez/viewer.fcgi?db=nucleotide&id=378404906
http://www.ncbi.nlm.nih.gov/entrez/query.fcgi?cmd=Search&db=Nucleotide&term=NM_001101&doptcmdl=GenBank&tool=genome.ucsc.edu


 
Supplementary Figure S1. Comparison of miRNA & mRNA biomarker performance for GC between Korean and U.S. 
MDA Anderson Cancer Center study groups.  
 
 


