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Figure S1. Knockout of DCK increased gemcitabine resistance in TB32047 and PANC1. (A-B) 
Western blot results show the DCK knocked out in TB32047-DCK-KO-SC PANC1-DCK-KO. (C-D) 
Gemcitabine dose-response curves for TB32047 and PANC1 cells. The results showed that DCK 
negative cells were utterly resistant to 80 nM gemcitabine. 



 
Figure S2. Sequencing confirmation of mutation in TB32047 and PANC1 CCNL1 negative cells. 
(A) to (D) Sequencing results showing CCNL1 knocked out in TB32047-CCNL1-SG1/2-SC and 
PANC1-CCNL1-SG1/2-SC. The red highlight area means the insertion, deletion, or replacement of 
the reference sequence. The black highlight area means a big fragment replacement compared 
with the reference sequence. 

 



 

 
Figure S3. Western blot of TB32047 and PANC1 cells transfected with DCK sgRNA or nontarget-
ing control. 





 

 



 
Figure S4. Western blot of TB32047 and PANC1 cells transfected with CCNL1 sgRNA or nontar-
geting control. 

 


