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Figure S1. CPS does not induce apoptotic cell death.
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Figure S2. TRPV1 silencing in 5637 and T24 cell lines.
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Figure S3. CPS does not influence ROS production.
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Figure S4. CPS does not influence mitochondrial transmembrane potential.
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C
0 05h 1h 3h 6h 12h 24h
H2AX
T24
GAPDH
H2AX
5637
GAPDH
H2AX P -

Figure S5. Full Western blot for Figure 1.
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Figure 2
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Figure S6. Full Western blot for Figure 2.
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Figure 4
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Figure S7. Full Western blot for Figure 4.
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Figure 5
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Figure S8. Full Western blot for Figure 5.
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Figure S9. Full Western blot for Figure 6.
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Figure 7
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Figure S10. Full Western blot for Figure 7.



Figure 8
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Figure S11. Full Western blot for Figure 8.
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