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Figure S1. Tumor mutation burden between EBV positive and PD-L1 high

group versus EBV positive and PD-L1 low group. EBV: Epstein-Barr virus,
PD-L1: Programmed death-ligand 1, TMB: tumor mutation burden.

T cells

Maonocytic lineage

povalue=1046

pualue=0.176

pevalue=0.032

prualue=0353

povalua=0.730

b,

CD8 T cells

e

N

Cytotoxic lymphocytes

o

~

"

NK cells

40

Jlf

B lineage

:

EBV+ED-L1 high (n=10) S8+PD-L1 Iow in=3}

prvRlue=0.030

EEVHPD-LT high (=130 EBY-PO-L1 o 1=6)

prslue=0979

SSVHPO-L high [r=10) EBV-IPDHLY o (n=6)

prvsiue=0.580

EBVHPD-LT high {n=19] BT lew =ty

prvalue=0.690

4
EBV-iPOHLT nigh (=18 E3+

prvalue=ql.853

.

+
+

Myeloid dendritic cells

-

Neutrophils

125

-

025

B

.

Endothelial cells

.

Fibroblasts

s

-

-

E24PD-L high [r=10) EBW-PD-L1 ks In=8]

E39+PD-L high {r=19) EBV-PD-L1 s [r=8)

EBW-PD-L1 highin=12} E2+PD-L1 low (n=8}

SVHPD-L high {=19] EBVHPILL1 34 (=l

E8YHPC-LI high (7=10) EBYPOLT lov (n=8]

Figure S2. Tumor infiltrating lymphocytes in EBV positive and PD-L1 high

versus PD-L1 low groups.




