Whole blot supplementary materials
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Figure 5

Rh1 0 5 25 (uM)

63 kDa
48 kDa
20 kDa

17 kDa

11 kDa

63 kDa

’ S — — - A1 ]2

<= LC3A/B-I

- +— | C3A/B-Il

— b0

< Atg12

<+ | C3A/B-I

Control NAC
Rh1 0 25 50 O 25 50 (uMm)
_
63 kDaj=
B S w—— — —
48 kDa " -
-
17 kDa
11 kDa

35 kDa

<= | C3A/B-II

<+ GAPDH

H

Rh1l

Control LY294002

0 25 50 0 25 50 (uM)

63 kDa
48 kDa

17 kDa

11 kDa

48 kDa

35 kDa

‘*
—— e o D

——— e SRR
R i
S

< Atg12

< | C3A/B-I
<= | C3A/B-I

< o-tubulin



Figu
A

MCF-7

HCC1428

re 6

63 kDa

48 kDa

35 kDa

63 kDa

48 kDa

35 kDa

Rhi1 0 5 25 50 (uM, 24h)

T — — | —

S T e ||

«

S -

ERa

GAPDH

ERa

A S R «— GAPDH

4-OHT - - - - - + (10uM)

100 kDa
75 kDa

63 kDa

100 kDa
75 kDa

63 kDa

35 kDa

Rh1l - - 5 25 50 -

(M)

DES - + + + + + (10nM)

U e R Ay A S

< p-Akt

<+ GAPDH

HCC1428
4-OHT - - - - - + (10uM)
Rhl1 - - 5 25 50 - (uM)

DES - + + + + + (10nM)
75 kDa
P-AKE =[S i 63 kDa
75 kDa
Akt = | G e empemp |03 kDa

|
GAPDH =b [ Sl G Sy S S,
35 kDa
b




Figure 6
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Figure S1
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Figure S2
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