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Figure S1. The scanned CCR Phantom.
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Figure S2. The percentage of concordant features following resampling compared to no resampling with linear trendlines, LightSpeed model.
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Figure S3. The percentage of concordant features following resampling and ComBat harmonization compared to no resampling with linear trendlines, LightSpeed Pro 32 model.


	Table S1. Number of pair-wise concordant HRFs with a CCC > 0.9 before resampling, LightSpeed Pro 32 model.

	Scan
	CCR-2-022
	CCR-2-023
	CCR-2-024
	CCR-2-025
	CCR-2-026
	CCR-2-027

	CCR-2-023
	72 (79.1%)
	
	
	
	
	

	CCR-2-024
	60 (65.9%)
	82 (90.1%)
	
	
	
	

	CCR-2-025
	46 (50.5%)
	50 (54.9%)
	62 (68.1%)
	
	
	

	CCR-2-026
	52 (57.1%)
	62 (68.1%)
	74 (81.3%)
	67 (73.6%)
	
	

	CCR-2-027
	39 (42.8%)
	44 (48.3%)
	51 (56.0%)
	67 (73.6%)
	66 (72.5%)
	

	CCR-2-028
	41 (45.0%)
	44 (48.3%)
	49 (53.8%)
	43 (47.2%)
	68 (74.7%)
	67 (73.6%)






	Table S2. Number of pair-wise concordant HRFs with a CCC > 0.9 after ComBat, LightSpeed Pro 32 model.

	Scan
	CCR-022
	CCR-023
	CCR-024
	CCR-025
	CCR-026
	CCR-027

	CCR-023
	76 (83.5%)
	
	
	
	
	

	CCR-024
	67 (73.6%)
	83 (91.2%)
	
	
	
	

	CCR-025
	56 (61.5%)
	60 (65.9%)
	68 (74.7%)
	
	
	

	CCR-026
	60 (65.9%)
	69 (75.8%)
	75 (82.4%)
	70 (76.9%)
	
	

	CCR-027
	53 (58.2%)
	54 (59.3%)
	58 (63.7%)
	70 (76.9%)
	69 (75.8%)
	

	CCR-028
	49 (53.8%)
	52 (57.1%)
	57 (62.6%)
	55 (60.4%)
	72 (79.1%)
	70 (76.9%)




	Table S3.  Number of pair-wise concordant HRFs with a CCC > 0.9 after resampling* using CWS, LightSpeed Pro 32 model.

	Scan
	CCR-022
	CCR-023
	CCR-024
	CCR-025
	CCR-026
	CCR-027

	CCR-023
	90 (98.9%)
	
	
	
	
	

	CCR-024
	89 (97.8%)
	90 (98.9%)
	
	
	
	

	CCR-025
	74 (81.3%)
	75 (82.4%)
	75 (82.4%)
	
	
	

	CCR-026
	88 (96.7%)
	90 (98.9%)
	90 (98.9%)
	74 (81.3%)
	
	

	CCR-027
	70 (76.9%)
	71 (78.0%)
	70 (76.9%)
	69 (75.8%)
	70 (76.9%)
	

	CCR-028
	52 (57.1%)
	51 (56.0%)
	51 (56.0%)
	38 (41.7%)
	64 (70.3%)
	62 (68.1%)

	* All scans were resampled to the median pixel spacing value (0.49*0.49 mm2).




	Table S4.  Number of pair-wise concordant HRFs with a CCC > 0.9 after ComBat following resampling* using CWS, LightSpeed Pro 32 model.

	Scan
	CCR-022
	CCR-023
	CCR-024
	CCR-025
	CCR-026
	CCR-027

	CCR-023
	90 (98.9%)
	
	
	
	
	

	CCR-024
	89 (97.8%)
	90 (98.9%)
	
	
	
	

	CCR-025
	76 (83.5%)
	76 (83.5%)
	75 (82.4%)
	
	
	

	CCR-026
	88 (96.7%)
	90 (98.9%)
	90 (98.9%)
	77 (84.6%)
	
	

	CCR-027
	72 (79.1%)
	73 (80.2%)
	73 (80.2%)
	71 (78.0%)
	73 (80.2%)
	

	CCR-028
	61 (67.0%)
	60 (65.9%)
	62 (68.1%)
	46 (50.5%)
	69 (75.8%)
	68 (74.7%)

	* All scans were resampled to the median pixel spacing value (0.49*0.49 mm2).





	Table S5. Summary of the number of concordant features (CCC>0.9) before and after resampling, Discovery STE model.

	
	NN
	Linear
	BSpline
	Gaussian
	LabelGaussian
	HWS
	CWS
	WWS
	LWS
	BWS

	*Pixel Spacing [0.39x0.39]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	5
	6
	12
	1
	3
	11
	15
	14
	15
	14

	CCC>0.9 before and after
	24
	15
	26
	6
	17
	31
	32
	32
	32
	27

	CCC>0.9 only before
	12
	21
	10
	30
	19
	5
	4
	4
	4
	9

	Overall**
	80.6%
	58.3%
	105.6%
	19.4%
	55.6%
	116.7%
	130.6%
	127.8%
	130.6%
	113.9%

	Pixel Spacing [0.49x0.49]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	7
	3
	14
	1
	3
	15
	16
	16
	16
	15

	CCC>0.9 before and after
	25
	7
	26
	6
	17
	32
	32
	32
	32
	28

	CCC>0.9 only before
	11
	29
	10
	30
	19
	4
	4
	4
	4
	8

	Overall
	88.9%
	27.8%
	111.1%
	19.4%
	55.6%
	130.6%
	133.3%
	133.3%
	133.3%
	119.4%

	Pixel Spacing [0.59x0.59]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	10
	7
	15
	1
	3
	17
	17
	17
	16
	15

	CCC>0.9 before and after
	26
	15
	27
	6
	18
	32
	32
	33
	32
	29

	CCC>0.9 only before
	10
	21
	9
	30
	18
	4
	4
	3
	4
	7

	Overall
	100.0%
	61.1%
	116.7%
	19.4%
	58.3%
	136.1%
	136.1%
	138.9%
	133.3%
	122.2%

	Pixel Spacing [0.68x0.68]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	12
	6
	14
	1
	3
	17
	15
	16
	15
	15

	CCC>0.9 before and after
	27
	14
	26
	7
	17
	32
	33
	33
	32
	30

	CCC>0.9 only before
	9
	22
	10
	29
	19
	4
	3
	3
	4
	6

	Overall
	108.3%
	55.6%
	111.1%
	22.2%
	55.6%
	136.1%
	133.3%
	136.1%
	130.6%
	125.0%

	Pixel Spacing [0.78x0.78]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	10
	6
	17
	1
	3
	18
	17
	17
	17
	17

	CCC>0.9 before and after
	26
	10
	30
	6
	20
	33
	33
	33
	33
	31

	CCC>0.9 only before
	10
	26
	6
	30
	16
	3
	3
	3
	3
	5

	Overall
	100.0%
	44.4%
	130.6%
	19.4%
	63.9%
	141.7%
	138.9%
	138.9%
	138.9%
	133.3%

	Pixel Spacing [0.88x0.88]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	14
	7
	17
	1
	3
	19
	18
	18
	18
	17

	CCC>0.9 before and after
	32
	17
	31
	7
	21
	35
	34
	35
	33
	32

	CCC>0.9 only before
	4
	19
	5
	29
	15
	1
	2
	1
	3
	4

	Overall
	127.8%
	66.7%
	133.3%
	22.2%
	66.7%
	150.0%
	144.4%
	147.2%
	141.7%
	136.1%

	Pixel Spacing [0.98x0.98]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	19
	15
	19
	1
	4
	20
	19
	19
	19
	20

	CCC>0.9 before and after
	34
	34
	35
	7
	25
	35
	35
	35
	35
	35

	CCC>0.9 only before
	2
	2
	1
	29
	11
	1
	1
	1
	1
	1

	Overall
	147.2%
	136.1%
	150.0%
	22.2%
	80.6%
	152.8%
	150.0%
	150.0%
	150.0%
	152.8%

	* The NUIR value
** Overall is calculated by dividing the number of features concordant after resampling divided by the number of concordant features before resampling.









	Table S6. Summary of the number of concordant features (CCC>0.9) before and after resampling, LightSpeed Pro 32 model.

	
	NN
	Linear
	BSpline
	Gaussian
	LabelGaussian
	HWS
	CWS
	WWS
	LWS
	BWS

	*Pixel Spacing [0.39x0.39]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	3
	3
	4
	4
	4
	6
	8
	7
	7
	5

	CCC>0.9 before and after
	18
	15
	19
	12
	16
	21
	22
	22
	22
	21

	CCC>0.9 only before
	9
	12
	8
	15
	11
	6
	5
	5
	5
	6

	Overall**
	77.8%
	66.7%
	85.2%
	59.3%
	74.1%
	100.0%
	111.1%
	107.4%
	107.4%
	96.3%

	Pixel Spacing [0.49x0.49]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	3
	1
	3
	1
	3
	6
	7
	7
	6
	4

	CCC>0.9 before and after
	17
	13
	20
	7
	8
	22
	26
	25
	23
	20

	CCC>0.9 only before
	10
	14
	7
	20
	19
	5
	1
	2
	4
	7

	Overall
	74.1%
	51.9%
	85.2%
	29.6%
	40.7%
	103.7%
	122.2%
	118.5%
	107.4%
	88.9%

	Pixel Spacing [0.59x0.59]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	5
	2
	5
	1
	3
	7
	7
	7
	7
	5

	CCC>0.9 before and after
	18
	14
	22
	7
	8
	24
	25
	25
	24
	22

	CCC>0.9 only before
	9
	13
	5
	20
	19
	3
	2
	2
	3
	5

	Overall
	85.2%
	59.3%
	100.0%
	29.6%
	40.7%
	114.8%
	118.5%
	118.5%
	114.8%
	100.0%

	Pixel Spacing [0.68x0.68]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	7
	1
	5
	1
	5
	8
	8
	8
	8
	6

	CCC>0.9 before and after
	19
	13
	21
	6
	9
	23
	26
	26
	26
	21

	CCC>0.9 only before
	8
	14
	6
	21
	18
	4
	1
	1
	1
	6

	Overall
	96.3%
	51.9%
	96.3%
	25.9%
	51.9%
	114.8%
	125.9%
	125.9%
	125.9%
	100.0%

	Pixel Spacing [0.78x0.78]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	6
	3
	8
	1
	6
	9
	10
	10
	9
	8

	CCC>0.9 before and after
	20
	15
	22
	7
	9
	24
	26
	26
	26
	23

	CCC>0.9 only before
	7
	12
	5
	20
	18
	3
	1
	1
	1
	4

	Overall
	96.3%
	66.7%
	111.1%
	29.6%
	55.6%
	122.2%
	133.3%
	133.3%
	129.6%
	114.8%

	Pixel Spacing [0.88x0.88]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	10
	3
	5
	2
	7
	9
	11
	10
	11
	7

	CCC>0.9 before and after
	23
	14
	23
	7
	8
	24
	26
	26
	26
	24

	CCC>0.9 only before
	4
	13
	4
	20
	19
	3
	1
	1
	1
	3

	Overall
	122.2%
	63.0%
	103.7%
	33.3%
	55.6%
	122.2%
	137.0%
	133.3%
	137.0%
	114.8%

	Pixel Spacing [0.98x0.98]
	
	
	
	
	
	
	
	
	
	

	CCC>0.9 only after
	12
	11
	14
	2
	7
	11
	11
	11
	11
	12

	CCC>0.9 before and after
	25
	21
	27
	10
	14
	27
	27
	27
	27
	27

	CCC>0.9 only before
	2
	6
	0
	17
	13
	0
	0
	0
	0
	0

	Overall
	137.0%
	118.5%
	151.9%
	44.4%
	77.8%
	140.7%
	140.7%
	140.7%
	140.7%
	144.4%

	* The NUIR value
** Overall is calculated by dividing the number of features concordant after resampling divided by the number of concordant features before resampling.




List S1: HRFs with CCC>0.9 across all pairs on Discovery STE model.

1. original_firstorder_90Percentile
2. original_firstorder_Entropy
3. original_firstorder_Maximum
4. original_firstorder_Mean
5. original_firstorder_Median
6. original_firstorder_Minimum
7. original_firstorder_Range
8. original_firstorder_RootMeanSquared
9. original_firstorder_TotalEnergy
10. original_firstorder_Uniformity
11. original_glcm_Autocorrelation
12. original_glcm_DifferenceEntropy
13. original_glcm_Id
14. original_glcm_Idm
15. original_glcm_JointAverage
16. original_glcm_JointEnergy
17. original_glcm_JointEntropy
18. original_glcm_MaximumProbability
19. original_gldm_HighGrayLevelEmphasis
20. original_gldm_LargeDependenceEmphasis
21. original_gldm_LargeDependenceLowGrayLevelEmphasis
22. original_gldm_LowGrayLevelEmphasis
23. original_gldm_SmallDependenceEmphasis
24. original_gldm_SmallDependenceHighGrayLevelEmphasis
25. original_glrlm_GrayLevelNonUniformityNormalized
26. original_glrlm_HighGrayLevelRunEmphasis
27. original_glrlm_RunLengthNonUniformityNormalized
28. original_glrlm_RunPercentage
29. original_glrlm_ShortRunEmphasis
30. original_glrlm_ShortRunHighGrayLevelEmphasis
31. original_glszm_GrayLevelNonUniformityNormalized
32. original_glszm_GrayLevelVariance
33. original_glszm_HighGrayLevelZoneEmphasis
34. original_glszm_SmallAreaHighGrayLevelEmphasis
35. original_glszm_ZonePercentage
36. original_ngtdm_Complexity


List S2: HRFs with CCC>0.9 across all pairs on LighSpeed Pro 32 model.
1. [bookmark: _GoBack]original_firstorder_90Percentile
2. original_firstorder_Entropy
3. original_firstorder_Maximum
4. original_firstorder_Mean
5. original_firstorder_Median
6. original_firstorder_Minimum
7. original_firstorder_Range
8. original_firstorder_RootMeanSquared
9. original_firstorder_TotalEnergy
10. original_firstorder_Uniformity
11. original_glcm_Autocorrelation
12. original_glcm_ClusterProminence
13. original_glcm_DifferenceEntropy
14. original_glcm_Id
15. original_glcm_Idm
16. original_glcm_JointEntropy
17. original_glcm_MaximumProbability
18. original_gldm_HighGrayLevelEmphasis
19. original_gldm_LargeDependenceEmphasis
20. original_glrlm_HighGrayLevelRunEmphasis
21. original_glrlm_RunLengthNonUniformityNormalized
22. original_glrlm_RunPercentage
23. original_glrlm_ShortRunEmphasis
24. original_glrlm_ShortRunHighGrayLevelEmphasis
25. original_glszm_GrayLevelVariance
26. original_glszm_HighGrayLevelZoneEmphasis
27. original_glszm_SmallAreaHighGrayLevelEmphasis

List S3: Non-highly correlated HRFs with CCC>0.9 across all pairs on Discovery STE model.
1. original_firstorder_Maximum
2. original_firstorder_Median
3. original_firstorder_Minimum
4. original_firstorder_Range
5. original_glcm_MaximumProbability
6. original_gldm_LowGrayLevelEmphasis
7. original_glrlm_GrayLevelNonUniformityNormalized
8. original_glszm_SmallAreaHighGrayLevelEmphasis
9. original_ngtdm_Complexity

List S4: Non-highly correlated HRFs with CCC>0.9 across all pairs on LighSpeed Pro 32 model.
1. original_firstorder_90Percentile
2. original_firstorder_Maximum
3. original_firstorder_Minimum
4. original_firstorder_Range
5. original_firstorder_Uniformity
6. original_glcm_Autocorrelation
7. original_glcm_ClusterProminence
8. original_gldm_LargeDependenceEmphasis
9. original_glszm_SmallAreaHighGrayLevelEmphasis
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