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Figure S1: Gene set enrichment analysis of differential expressed genes between EMM and SMM involved in phagosome pathway.
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Figure S2: Gene set enrichment analysis of differential expressed genes between EMM and SMM involved in antigen processing and presentation pathway.
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Figure S3: Gene set enrichment analysis of differential expressed genes between EMM and SMM involved in Fc gamma R-mediated phagocytosis.
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Figure S4: Gene set enrichment analysis of differential expressed genes for proteoglycans.
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Figure S5. Gene set enrichment analysis of differential expressed genes between EMM and SMM involved in cytokine-cytokine receptor interaction.


2
image3.png
FeyR-MEDIATED PHAGOCYTOSIS

Merdbrane reraodeling
Focal exocytosis
Pszudopod exte ntion
Particle intemalization

NADPH oxidase Digestion of hacterium
————m Respiratoryburst in phagosorae

Regulation of
actin cytoskele ton

Ierabrane trafficking
Particle intemalization
Phagosore closure
Phagosore-lysosore fusion

Data on KEGG graph
Rendered bv Pathview





image4.png
PROTEOGLYCANS IN CANCER

Hyalwonan (HA)

MAPKslm.l\

n turnor cells)

(Head and neck sypames
Hinor el

“’

+ 4
-<:“b e
C »

Cell migration
‘and irwvasion

Cell growth
and strvival

——® Cytoskeleton activatior— — ——#  Cell migration
‘Jtoskeleton activatior— Cell migatio

Calouim sgnabing
pathwa:

Cell adhension

T e

Chondroitin sulfate/ Dermatan sulfate p roteoglycan (CSPG/DSPG)
N
~aFmei-

IGE-I IGE-IR.

iR- Cell growth
o wiR-10 —» a.ndsg 1

T —m Cellmignation
‘and invasion

i

e — » Translation— —®  Prolife ration and survival

Cs
EGFR.
m—»UL-___»m: as .

O 2+
o

_w BGFR C-temuins degradation

{ Apoptosis

————-» Proliferation and survival

c (roEat] Fbeta signaling)
pathra:

Decorin ——

P38 singaling

I HIF signaling
hora

Met c-Cbl

MAPK fErk, ______

_____ Cell gowth
* asavival

— »0 o—m 4
| = oy o~ B
Y G | 0§ — - _» Inhbitonof
! [HIF 1a] © o fumor xgigenesi

VEGF signaling
pathvia:

Keratan sulfate proteoglycan (KSPG)

(Bone tureor cells)

Matrix bound

— - ey

bl
o)

1B

———-» Growth suppression

Data on KEGG graph
Rendered by Pathview

> Inhbition of cell adhesion

Heparan sulfate proteoglycans (HSPGs)

0 1

> Argiogenesis

2 Colaan d spread
/,
-
-
—
- POKAKR
signaling pathvay ) 4,
Gab-1 FIK -
——% Proliferation and suvival

e I SETEEE. o =a]

MAPK signaling
(M et )

—®  Proliferation and swvival

————— —» Stress flbers formation

PGERM:T:uml -
Fov;al ion
HSPG)

[—®|_Actin_|————® Cytoskeleton activation———————— # Tumor cell migration
= {Caotn |- o Tunor cell g

{FRsz |-+ (5“ -——J'—“-\|

,)~—  Prolife ration and survival

Tumor cell migration
invasion

> and swvival
P

——————— "~ - \
|
|
v

(R - gt
'y
I J

———m Reduced signal

——————— » Inhibiton of cell migration, yroliferation and swvival

————— #  Inhbition of angiognesis

ocAMP -PKA = -FAK -+

Cell migration,
—— proliferation and swvival,
Sascular permeability

______ o VEGF signaling ), — _
pathwa





image5.png
-1

TGF-f family

TNF Family

| CYTOKINE-CYTOKINE RECEPTOR INTERACTION |

Interferon farily

The class I helical cytokines

IL6/12-like

y-chain utilising

Chemokines

2

IL1-like cytokines
=
-JE
)
—
.
(e ] )
IL17-Hke cytokines

IL234
1L31
CLCF1
[cr }—=| LFr

IL10/28-like

Eif 0§

mmwmm

Prolactin faraly
POR
GHI

[

ft

CXCR2

/

N /_KM * B}
BEE -HER

_\> CXCR1

C subfaraily
XCL1
XCL2

CX3C subfanly
CX3CL1

CXC subfaraily
-
[cxeut]
[cxews]
[cxcLe]
[cxcLe]

CC subfaraily

Data on KEGG graph
Rendered by Pathview





image1.png
PHAGOSOME

Comventional p hagoc ytosis

Fc garama R-raediated
Binding to receptor phagoc ytosis

; opsonins

phagoc ytosis-prorao

receptors

l Recyeling endosore

FEELT] e
40 1

ER-mediated p hagoc ytosis
Phagocytic cup
pathogen Phagocytosis-proroting receptors
) ‘i’;- Fec receptors opsonins

- ] , BB [ ] -m - e

i Corapleraent receptors

coronin
i e W e

rmation of the p hagosomes

rcrotubule 4 4 Ciad

the )Jondocycli: pathway
Early endosore

—_—
.

Corapleraent and
coagulation cascade,

|

I

| Integrins

| |
B T8 | T | T

: Toll-like receptors

| [mra][ cpi4 ]

: Tplrl‘;l]ikc receptor
| C-lectin rece ptors signaling pathvmy
|

|

|

|

|

|

|

J

(R ]
Scavenger receptors

(ISR [ Lox: |
[sre: | IGHEEN

Antigen processi
aﬁp«e%eonmionx‘lg

@ L

Late endosome

O—“

Data on KEGG graph
Rendered by Pathview

The activation mechanism of NADPH oxidase

inactive form
cytochrome b558
Cytoplasra

rae rabrane

NADPH oxidase coraplex

Phagolysosome





image2.png
ANTIGEN PROCESSING AND PRESENTATION |

MHCI pathsvay

q-
ubisasonae

S oy
antigens —_—— roteasome  }————— N
[HSP70 | |

Endoplasraic reticulura
BiP ERpS7 “
CANX CALR

MHCII pathway
ee\:f | oit || aEp ][ cTSB |
= —1 —————— N iy \
Endoc ytosed
ant%gyeh:o;e I Endosore :
I [ muc /ey o "4 . |
|
! Crsas
| »- »
N —
| - ]
g F
|
|
l\—
__________________ \
i
ke — (vt |
(euts J—- O
= U [
L2 |

Data on KEGG graph
Rendered by Pathview

CD8 T cell
“

T cell receptor
signaling pathway

Natural killer cell
raediated cytotoxicity

T cell receptor
signaling pathway

— Killing of taiget cells

—® Regulation of NK cell activity

Cwytokine productio
- ac%aﬁonpgtgother i;"nmune cells





image6.png
e cancers




image7.png




