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Figure S1. #41 and #41-SCD cells were lysed and assessed for EGFRVIII, RCN1 and GAPDH expression by western blot.
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Figure S2. U87vIII and U373VIII cells were lysed and proteins were immunoprecipitated using either the RCN1 or EG-
FRvIII antibody as described in materials and methods. (A) Immunoprecipitated complexes were separated by gel elec-
trophoresis and EGFR, EGFRVIII and RCN1 expression was examined by western blot. (B) Whole cell lysates were also
separated by gel electrophoresis and EGFRVIII and RCN1 expression was examined by western blot.
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Figure S3. (A) U87 and U87-EGEFR cells (stimulated with + EGF; 100 ng/mL; 4 h) were lysed and assessed for pEGFR,
EGFR, RCN1 and GAPDH expression by western blot. (B) U87vIII and U87DK cells were lysed and assessed for pEG-
FRvIIL, EGFRVIIL, RCN1 and GAPDH expression by western blot. (C) #41 cells were treated with #+ Erlotinib or + Ge-
fitinib for 24 h then lysed and assessed for pEGFRVIII, EGFRVIII, RCN1 and GAPDH expression by western blot.
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Figure S4. U87, U87-EGFR, U87DK, U87-SCD, U251 and U251-SCD cells were treated with increasing doses of tuni-
camycin (A,B) or thapsigargin (C,D) for 72 h. Cell viability was then determined using a commercially available Cell Ti-
ter-Glo kit and samples read on a bioluminometer. Data is expressed as % viability compared to untreated cells + S.D of
at least 3 independent experiments, each with 3 experimental replicates. U87, U87-EGFR, U87DK, U87-SCD, U251 and
U251-SCD cells (E,F) were exposed to UV light for 10 mins and cell viability was examined following another 72 h as de-
termined above. U87, U87vIII, U373 and U373VIII cells were seeded and allowed to adhere overnight. Media was then
removed and replaced with (G) DME media free of glucose or H. media + Temozolomide (2 mM) and cell viability was
examined following 72 h as determined above. *p < 0.05; **p < 0.01; ***p < 0.001.
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Original scans for Fig 2A
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Detail information about Figure 2.
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Detail information about Figure 4.

1-SCD
1-RCN1

EGFRVIII

I
5

37

#41-S
#41-RCN1

5
37

#41 -SCD
#41-RCN1



UBT7VIII U373vIID

Fig 5G as appears

in manuscript Control SiIRNA  + 4+ + - - - + + + - - -
RCNI1 siRNA e =
O O — ~ | <pEF2

B ..
e < ATFG (derved
-+ + -+ -

Tunicamycin - -
Thapsigargin.=~ - - + - - + - - 4+ - - %+
Original scans for Fig 5G
Ug7vIIL U373vII USTvIIL U373vIII
Control siRNA+ + + - - - + 4+ + - - - Control sSiRNA+ + + - - - + 4+ 4+ - - -
RCNISRNA - - - +  + - - - + + + RCNISIRNA - - - + + + - - - + + +
15 250
10 150
100
75
75
5
50
37
37
Tunicamycin - Tunicamycin - -
Thapfﬂ@ﬁf%lﬂ- S R Thapsigargin - - + - - + - - + - - +
USTVIIL U373vIIl US7vIIL U373vIID
ControlsiRNA+++-- - +++- - - Control siRNA B T L T
RCNI siRNA - RCN1 siRNA e T e

25

150

100

-5

Fé
4

37
Tunicamycin - Tunicamycin -+ ==+ - -+ - -+ -
Thapsigargin - - - - - - - - Thapsigargin e

Detail information about Figure 5.
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Detail information about Figure S1.
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Detail information about Figure S2.
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Detail information about Figure S3.
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