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Table S1. Selected features by Lasso-Cox feature selection.

Clinical features Expression features Methylation features Expression+Methylation features
Age CTNND1 CEP250 CEP250 (methylation)
N stage DEFA5 GSDMA DEFADS (expression)
T stage LRBA IL18 MAZ (methylation)
Gender MAPKAPK?2 KIAA1109 NINJ1 (methylation)
NLRP14 LPCAT3 NLRP14 (expression)
NRAS MAZ PPARGCI1A (expression)
POU2F1 NINJ1 PRG4 (expression)
PPARGCIA RAB21 PTGES (expression)
PRG4 SECISBP2 RAB21 (methylation)
PRKDC TNFRSF18 TERF2IP (expression)
PTGES TNFSF12 TMEM184A (expression)
PTPN6 TNPO3 TNFRSF18 (methylation)
RAB21 TNFSF12 (methylation)
TERF2IP TNPO3 (methylation)
TMEM184A
TRAF5
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