Supplementary Figures

Study name Statistics for each study Hazard ratio and 95% CI

Hazard Lower Upper Std  Relative

ratic  limit limit ZValue pValue Residual weight
Zhang et al., 2017., miR-324-3p 0221 0095 0512 2522 0000 288 1.29 —a—
Husng et al., 2016., miR-19b-3p 0337 0114 0898 1867 0048 186 1.47 —_—
Zhao et al., 2017, miR-52b 0451 0141 1442 1343 0175 150 1.36 e s
Zhen et al.. 2013, miR-134 0343 0199 0591 3353 0000 254 262 ——
Luc et al, 2012, miR-182 0415 0221 0778 2736 0006 212 233 —.—
Zhang et sl., 2018, miR52s 0.480 0240 0860 2075 0038 181 220 —_—
Yuetal., 2012, miR-18b 0410 0245 0883 2423 0001 226 280 ——
Yang ¥ et &l 2018, miR-122 0625 0285 1474 -1.074 0282 126 1.86 —a—
Lu T et al 2020, miR-BART12-2p 0.670 0350 1.281 -1.211 0.226 -1.28 229 —
Zhuo X et sl 2019, MiR-204 0945 0411 2172 0123 0898 084 1.91 ——
Cui Z and Zhao ¥ 2018, miR-242-3p 0632 0422 0949 2215 0027 154 283 -
Zhao et al.. 2016.. miR-2188 0682 0495 0885 2783 0005 151 205 -
Wiang et sl., 2014., let 7o 1500 0524 4294 0758 0.450 0.07 1.52 —_——
Allsys et al., 2015., miR-10b 1086 0828 2234 0224 0823 045 214 ——
Zhus X st al., 2015, miR-457 1.424 0811 3320 0818 0413 000 1.88 ——
Yang J et al 2020, miR-200c 0821 0714 0244 2769 0008 112 225 li
Deng X ot al 2018, miR-2868-3p 0.857 0758 0969 2453 0014 104 £
Ma et al., 2014, miR-204 0876 0801 0859 2883 0004  -1.00 229
Zhang S =t al., 2012, miR-29¢ 1788 0.975 3208 187€  0.081 0.28 241 ——
Lieng =t sl., 2016., miR-862 2620 0979 7337 1819 0085 0.9 1.60 [——
Zhuo X et sl., 2018, miR-1356 2422 1014 6076 1880 0047 0.3 178 ——
Yuetal, 2015, miR744 2870 1015 8118 1588 0047 087 1.54 —a—
Husng Q st al., 2020, miR-192 2487 1036 4816 2053 0040 08 208 —a—
Wiang J et al, miR-214-3p 2108 1035 4282 2085 0039 085 216 —t—
Liuetal, 2013 b, miR-451 1680 1074 2828 2273 0023 0.1 274 ——
Chen et al., 2016., miR-17-5p 2014 1085 2739 2218 0027 0.50 2 il
Zhang Z et al., 2020, ©S 2149 1088 9115 2115 0034 1.09 1.51
He et al., 2017., miR-21 2054 1103 3.8325 2269 0023 0.82 235 ——
Qisng H et al, 2019, miR-31 2724 1106 6710 2178 0029 0.87 178 ——
Livetal, 2013 s, miR-25c 2130 1157 3821 2438 0015 0.70 233 ——
Husng ¥ et sl., 2018, miR?160 2287 1160 4508 2388 0017 078 223 —.—
Wiang et 2014., miR-103 2200 1250 7.83%8 2508 0012 1.20 177 —_—
Liu B et sl., 2018, miR-4235p 1641 1253 2082 4078 0000 028 EREY =
Zhus X st al, 201, miR-18a 3405 133 8892 2882 0010 1.28 171 —_—
Zhang S &t al., 2012, miR-142-3p 2119 1337 2358 3197 0.001 07 271 —-—
Zhang S =t al., 2019, miR-296 2276 1402 2682 2332 0.001 0ge  zee —-—
Lu T et al 2020, miR-BART7-3p 2940 1443 5891 2968 0002 118 218 ——
Zhang S =t al., 2012, miR-150 2182 1457 2271 3784  0.000 081 282 -
Liu et al, 2012 ., 41 miRNAs 2730 1459 6108 32142 0002 112 zae ——
Wiang et sl., 2014., miR-29e 2900 1496 10168 2784 0005 1.46 1.68 —_—
Zhang Z et al., 2020, FFS 5148 1674 15818 28858 0004 171 1.42 —_—
Wang st 2014., miR-483-5p 5400 1683 17.328 2835 0005 173 1.36 —_—
Liu et al., 2014, miR-22, miR-572, MiR-028 and 1234 (Train 42260 1.816 5925 3937  0.000 148 zaz —-—
Liu et al, 2014, miR-22, miR-E72, miR-538 snd 1234 (Valid sef8.310 1880 5890 4070  0.000 1.48 za5 —
Liu et al.. 2014, miR-22, miR-572, miR-828 snd 1224 (Combset}.310 2181 5023 5624 0000 159 280 -
1425 1194 1700 2922 0000 >
0.01 01 1 10 100
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Supplementary Figure S1. Forest plot for survival outcome of miRNAs in NPC patients.
Meta-analysis of prognostic specific miRNAs in NPC. Pooled HRs for NPC patients’ survival
data were analysed using Comprehensive Meta-Analysis (CMA) software (version 3.3.070).
Impact of HR value on NPC patients: raw HR data with 95% ClIs from individual studies are
graphically represented in the plot. A meta-analysis statistically combines HRs from all studies
and gives a more precise estimate of the effect. In the forest plot, the red diamond graphically
represents the pooled effect estimate of survival for NPC patients randomly assigned to miRNA
evaluation. The black box and line indicate the effect size of miRNA expression in the included
studies with a 95% CI. An HR of 1 suggests no difference in risk of NPC patients’ survival
(line of no effect or difference). An HR> 1 indicates an increased risk of patients’ survival
whereas a HR< 1 suggests a reduced risk of patients’ survival. In our study, the miRNAs

increased the likelihood of NPC patients’ death by 42.3%.
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Supplementary Figure S2. Funnel plot of Standard Error by Log hazard ratio correlating
overall patient survival and microRNA expression. The funnel plot measures the study size
standard error and precision on the vertical axis as a function of effect size on the horizontal
axis. Dots represent the individual study and most of this area contains regions of high

significance revealing that publication bias would be represented in the form of asymmetry.

This would reflect the fact that smaller studies (which appear toward the bottom) are more

likely to be published if they have larger than average effects, which makes them more likely

to meet the criterion for statistical significance.
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Supplementary Figure S3. Funnel plot with observed and imputed studies. The funnel plot

measures the study size standard error and precision on the vertical axis as a function of effect

size on the horizontal axis. Dots represent the individual study and most of this area contains

regions of high significance, which reveals that publication bias would be represented in the

form of asymmetry. This would reflect the fact that smaller studies (which appear toward the

bottom) are more likely to be published if they have larger than average effects, which makes

them more likely to meet the criterion for statistical significance.




