Figure S1
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Figure S1: USP29 does not interact with Ki67. HCT116 cells were used to analyze the
binding between USP29 and Ki67. IgG was used as a negative control.



Figure S2: Uncropped blots and images used in this study

Uncropped blots of Fig. 2A
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Uncropped gel picture of Fig. 2G
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Uncropped blots of Fig. 2J
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Uncropped blots of Fig. 3A
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Uncropped blots of Fig. 4A
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Unprocessed images of Fig. 4C
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Uncropped blots of Fig. S1
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