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Supplementary Figure 3. Integrative analyses of currently available YY1 (A) and



EZH2 (B) ChIP-seq datasets in the ENCODE database. In A, integrative analyses of
eight YY1 ChIP-seq datasets (ENCFF589PZO, ENCFF398UQZ, ENCFF352MLK,
ENCFF0420EY, ENCFF9580UE, ENCFF246Ql1Y, ENCFF567CJH and ENCFF545PFH)

available in the ENCODE database (https://www.encodeproject.org/). In B, integrative

analyses of two EZH2 ChIP-seq datasets (ENCFF521AKL and ENCFF545XSF) available
in the ENCODE database. In both A and B, the top 20 GO terms of the KEGG pathway

enrichment analyses of the integrative data are presented.



