	
	Sarcomatoid (N=11)

	ACTB
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	ACTG1
	

	WT
	9 (81.8%)

	Mutated
	2 (18.2%)

	ACTG2
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	ACTR1A
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	BAP1
	

	WT
	10 (90.9%)

	Mutated
	1 (9.1%)

	CDH8
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	COL3A1
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	COL5A2
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	CUL1
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	GOT1
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	KDR
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	KIT
	

	WT
	9 (81.8%)

	Mutated
	2 (18.2%)

	MXRA5
	

	WT
	9 (81.8%)

	Mutated
	2 (18.2%)

	NF2
	

	WT
	9 (81.8%)

	Mutated
	2 (18.2%)

	NFRKB
	

	WT
	10 (90.9%)

	Mutated
	1 (9.1%)

	NOD2
	

	WT
	10 (90.9%)

	Mutated
	1 (9.1%)

	PIK3CA
	

	WT
	10 (90.9%)

	Mutated
	1 (9.1%)

	PIK3CB
	

	WT
	10 (90.9%)

	Mutated
	1 (9.1%)

	PSMD13
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	RAPGEF6
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	RDX
	

	WT
	4 (36.4%)

	Mutated
	7 (63.6%)

	SETDB1
	

	WT
	9 (81.8%)

	Mutated
	2 (18.2%)

	TAOK1
	

	WT
	10 (90.9%)

	Mutated
	1 (9.1%)

	TP53
	

	WT
	10 (90.9%)

	Mutated
	1 (9.1%)

	TXNRD1
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	XRCC6
	

	WT
	11 (100.0%)

	Mutated
	0 (0.0%)

	# mutated genes
	

	   Mean (SD)
	2.182 (1.328)
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