Cancers 2020, 12 S1 of S1

Supplementary Materials
Transcriptomic Profile of Lymphovascular Invasion,

a Known Risk Factor of Pancreatic Ductal
AdenocarCinoma Metastasis

Hideo Takahashi, Eriko Katsuta, Li Yan, Yoshihisa Tokumaru, Matthew H.G. Katz, and
Kazuaki Takabe

FOXQ1 BMI1 EZH2
p =027 p = 0.844 p=0.771
12 7] E — 1104 T ‘ 901 1 b
c k oge T > ! lia
° : » - : 48
€ 17 o &3 E &3] 8
s 105
o 8.0 ®0,00800
$ 10 7 e
x I 52
1S ' 100 LS| 7.5 1 [N ropoess
- { / i Soye
9 : 701 _¥ o+
B 959 __
8 :G 6.5 7 _,_a
T T T T T T
LVI(-) LVI(+) LVIC) Vi)

LVI(-) LVI(+)

Figure S1. Gene expression comparison involved in cancer stem cell regulation and maintenance
genes between the LVI-negative and -positive tumors. LVI, lymphovascular invasion; FOXQ]I,
Forkhead box protein Q1; BMI1, B cell-specific Moloney murine leukemia virus integration site 1;

EZH?2, Enhancer of zeste homolog 2.
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