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Figure 1. US LUAD incidence is lower in females and they outlive their male counterparts. US SEER
population data analysed for (A) overall survival of female and male patients with LUAD (females:
pink and males: blue); and (B) relative incidence according to patient sex (females: blue; males: green),
with last data collected in 2016. Significance is indicated the p-value for the log-rank test of differences
in survival time between females and males, with significance defined as < 0.05. See Methods section
for description of methodology and data sets utilised in survival analysis.
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Figure 2. Inmune signatures of LUAD have predictive value for survival. (A) GSEA comparison
between males and females of the Lymphocyte infiltration immune gene signature of LUAD in TCGA
data sets. Overall survival of LUAD patients corresponding to relative expression of immune
signature genes for (B) Lymphocyte infiltrate expression; (C) Macrophage expression;(D) IFN-y
expression; (E) TGF-B expression; and (F) Wound healing expression. The numbers of patients
corresponding to each cohort, stratified for high (purple) or low (grey) expression of the respective
genes, are tabulated below each plot. p is the p-value for the log-rank test of differences in survival
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time (significant p-value < 0.05). Significance is indicated the p-value for the log-rank test of
differences in survival time between females and males, with significance defined as <0.05. See

Methods section for description of methodology and data sets utilised in survival analysis.

sUsD3 HLA-DRB1
100 1m,
0 o
z z
z z
i i
Boso Boso
g z
H H
H ]
@ @
025 s
p < 0.0001 p < 0.0001
0o om
o 2 3 o 2
Time (years) Time {years)
Number: Al risk Females Males Number: Al risk Females Males
w34 120 105 59 38 2 79 4 Pad 124 108 59 38 2 84 40
Psad 113 &7 48 35 % 49 B4 Psad 109 4 48 35 25 44 85
it 77534 131 101 82 38 2 76 55 L 127 102 56 31 18 67 60
ow it 77537139 102 52 2 1 66 73 Low Pssd 143 101 58 29 13 75 68
] i H T T T i H 7 T
Time (years) Time (years)
TNF
10
LE
E
3
2
gﬂ‘ﬂ
£
z
5
@
025
p < 0.0001
000
1] H H
Time (years)
Numbsr: At risk Females Males
w14 112 97 49 34 21 75 37
a4 121 5 58 39 26 53 68
m 58 29 18 79 60
%2 56 3 13 63 68
[ 1 2 3
Time (years)

Figure 3. Relative expression of individual immune genes have predictive value for survival of LUAD
patients. Overall survival of LUAD patients in TCGA corresponds with relative expression of (A)
SUSD3; (B) HLA-DRB1; and (C) TNF. Significance is indicated the p-value for the log-rank test of
differences in survival time between females and males, with significance defined as <0.05. The
numbers of males and females corresponding to each cohort, stratified for high or low expression of
the respective genes, in either a wt or mutant TP53 context are tabulated below each plot. ‘p’ is the p-
value for the log-rank test of differences in survival time (significant p-value < 0.05). See Methods
section for description of methodology and data sets utilised in survival analysis.
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Figure 4. Overall LUSC patient survival is similar between US males and females, with higher
incidence in males. US SEER population data analysed for (A) overall survival of female and male
patients with LUSC (females: pink and males: blue); and (B) relative incidence according to patient
sex (females: blue; males: green), with last data collected in 2016. Significance is indicated the p-value
for the log-rank test of differences in survival time between females and males, with significance
defined as <0.05. See Methods section for description of methodology and data sets utilized in survival
analysis.
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Figure 5. Immune signatures among LUSC patients are not predictive of survival. (A) GSEA

comparison of Lymphocyte infiltration immune gene signature among male and female LUSC with

mutant TP53, in TCGA data sets. Overall survival of LUSC patients corresponding to relative

expression of immune signature genes for (B) TGF-B expression; (C) Lymphocyte infiltrate

expression; (D) Macrophage expression; and (E) Wound healing expression. Significance is indicated

the p-value for the log-rank test of differences in survival time between females and males, with

significance defined as <0.05. The numbers of patients corresponding to each cohort, stratified for

high (purple) or low (grey) expression of the respective genes, are tabulated below each plot. ‘p’ is the
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p-value for the log-rank test of differences in survival time (significant p-value < 0.05). See Methods
section for description of methodology and data sets utilized in survival analysis.
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