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Figure S1. Full gene loss.



S2 of S32

Cancers 2020, 12, x

GCPADDBT1 1
GCPADDETZ.1
GCPADTIT1A
GCPAD11T1.2
GCPAD11T2A1
GCPAD11T3A
GCPAD11T3.2
GCPAD11T33
GCPAD11T2.4
GCPAD13T11
GCPAD13T21
GCPAD13T22
GCPAD13T23
GCPAD13T24
GCPAD16

GCPADTT

GCPAD22T1.1
GCPAD22T1.2
GCPAD23T1.1
GCPAD23T21
GCPAD24

X:108297831<->1:91853148
X:62284023|->X 62337553
20:26190511<->1,156186656
20:25190498<->1:156186658
19:55008506<->19:44169279
19:55005400|-19:32607198
19:55000758|-|19:30122932
19:54984195|->19: 54092382
19:54044444|-119:33199438
19:53711454|-19:31217055
19: 52845867 <->18 45547485
10:45004184|-|19:44241677

19:45085112<->18: 33199943
19:45083761|-|19:32609157

19:44650133<->19 31967052
19:44245659<->18 44104400
19:44241485|->19,28522623
19:42645747|->19: 56300468

19:33944910|->19:27 753439
19:33428737 <->19: 32607749
19:33141619|->19:43140243
19:31984225|-]19:31975304
19:31977157|->19:32194480
19:30744430|->19:51764275
19:28525695<->19 27967818
19:26508957|->18:44173065

18:27652229|->18:27652175
17:45318057 <->1:204634702
17:40632951]-|8:1442739

17:33478373|->17:33478158
A7 3347B373|->17:33478113
16:47539268|->18:36066506

12:127650987|->2:191402855
12:127650683<->0:79186724
12:38543983|->1:156186231
11:85955062|->3:136009732
9:133946412|->0:133947129
9.878368941|->0,87838844
9:79186950/->17:31148419
979166724->9:79186720
9:75060417]->12:70097082
9:74563362|->10:6856569
£:55819039|->12:3794526
5:122990837|->11:85195011
57114694 2<->2:133036258

5:19002532(->5:19002442
4:118497708|->2:54329794
4,9122774|->4,9122689
47584 364(->17:31149419
31681111568|->3:107264784
3:11265246608|->3:130380335
3:60945030=->3.:59044 0356
3:4482096|-|2: 235731871
2:221845080|->2:221846003
2:221846079|->2:221846002
2:182771688|->2:232121112
1:204375764|-[1:202467426
1:202697788|->17:45042163
1:182485315|->1:182485224

1:145277489|->19: 360666591



S3 of S32

Cancers 2020, 12, x

GCPADDETZ.1
GCPADDET1.1
GCPAD11T3A

GCPAD23T11
GCPAD1IT1.2

GCPAD23T2.1
GCPAD13IT2.4
GCPAD13T23
GCPAD13T22
GCPAD13T1A
GCPAD13T2.1

GCPADTIT11
GCPADT1TZ21
GCPADZ21
GCPAD24
GCPAD1E

X:108297831<->1.91853148
1:146277489|->18: 36066691
20:26190511<->1: 156186656
12:38543903|->1:156186231
1:8844312|->1: 8552468
1:4243125)->1:4243029
148057637 |->18:50574229
1:20694862|->5:130483045
1:110981381|-=1:110081288
1:11999367 0<->1:83202440
1:195014991|->2:170241562
B:11123182<->1:175818128
13:34912630(|->1:227038480
1:223097386|->1:22248375
1:22248714|->1:22307382
1:22308535|->1:22254080
1:162477956|->1:162478182
1:24621102|->1:24620074
12:26642845)->1:8060042
1:46268154|-|1:46267909
1:46342989|->10:3359077
1:82415472|->1:82415294
1:B94305350(->1:69430422
1:114628836<->1:114827216
1:97850914|->3:48791134
12:38543872|->1:156186231
1:106556154|-=1:106556234
20:26190500<->1: 156186656
1A09779168|->1:109779854
1:144954472|->1:144054422
1:198732985|-|1:196732970
1:156945110/-=5:176401783
3:185034397 <->1: 16615382
XB9562T19|->1:22002481
X:18894807<->1.2245131186
1:159219929|->1:159220038
1:248553984|->1:248654038
3:66030348|->1:181096725
19: 56777884 |->1,207526400
20:26190500<->1:156 186656
1:1454 39924 |->1:145440037
1:27861427|->1:27873772
1:245020156|->1:245020898
2:133039235<->1:145277489
20:26190496<->11561B6656
19:54071493|->1:98863214
12:4061524<->1:53338557
1:182485315|->1:182485224
1:204375764|-|1:202467426
1:202697788|->17.45042163
AT 46316057 <->1: 204634702




S4 of S32

Cancers 2020, 12, x

GCPADI1T11

GCPAO1T1T1.2

GCPAD1T1T2.1

GCPADI1T3 1

GCPAO11T3.2

GCPAD1T1T3.3

GCPADI1T3 4

17:1423832|->17:1424896

19:56197011|->19:56200236
3:125246696|->3:139380335
5:1504070i >5:150407511
2:27322440|->2:27322553
5:176813562|->5:176814766
5:176821193|->5:176823731
5:176824066|->5:176824781
9:10418418 ;
9:104189926|->9:104102037

11:72466189|->11:72466748
12:50344973|->12:50347959
13:649242

12:38543993|->1:156186231
20:26190496<->1:156186656
20:26190511<=>1:156186656
1:145439924|->1:145440037
1:27861427|->1:27873772
1:245020156(->1:245020898
2:20084980|->2:25941992
2:20531730[->2:36521699
2:24216706<~>!
2:24224375|->2:36909075
2:33793161|->2:33799527
2:36081085|->9:74466869
2:36088370|->9:123285357
2:369163090<~>!
2:37568778<->
2:37568803|-2:32603684
2:46559760|->9:95477492
2:49214920|->9:95472260
2:80643758|->2:80643680
2:84620491|->2:360821562
2:84661727|->2:46558448
2:133039235<->1:145277489
6:27592605|->6:27592638
7:2698649|->7:2701302
8:26485454|->8:
8:26492417|->8:26500956
8:28595180|->8:28600603
9:5384424<->2:84664467

0:5384778|->2:20530747
9:5385469|->9:95473571
9:5920965-|2:84665036
9:72255609<->2:32604077
9:72258854|-|2:20078598
0:72258806|->2:33792708
9:74466515|->2:37564414
9:95472762|->2:24223915

11:10828432|->1
11.6236518:

12:5263941
12:52641995|->1
17:27027520|-=1
17:79801968|->17:79803020
17:79826951|->17.79827049
19:1599560|->19:1605360
19:50982324|->19:50983369
20:4158222|->20:4162448
20:47895263|->20:47805641
X:29794734|->X:29794300
K:162771532|->X:152771985
X:108297831<->1:91853148
21:41906221|->21:41908953
>5:120167115
3:66030348|->1:181096725

4:78604713|-[2:29440271
6:85366980|->16:33954694
12:48513819|->12:53133142
13:47346750<->13:47346720
14:43067824<->14:43067810
16:85777895|->4:72255
16:78264946|->16:78265010
6:21312452|->6:21312526
16:69939922|->16:69939833
0:75473638|->9:75473582
19:9498754|->19:9498671
18:27652229|->18:27652175
4:7584364|->17:31149419
5:19002532|->5:19002442




Cancers 2020, 12, x S5 of S32

GCPAD13T1.1

GCPAD13T21

GCPAD13T2.2

GCPAD13T2.3

GCPAD13T2.4

rroe05z9 L<-|L0/£0629:L
6LEBYLLE L L<-IPOErRS LY
6892216 r<-|rLL221 6
80Z LPBOV 8<-eCZrsEET 6L
BZPEYLLE L L<-|roEresL iy

x i
o a
8 8
8 a
= @
ey e
3 k=1
/I\ [
v X
© =
2 &
ISl o
n @
S g

z810888. L:c<-lore6.88.21:E
1L0S6L58 L L<-|.e8086221'G

SG99EPOE0L<-IraspzLL9:81
2009¥8LzZ g<-l6L09FBLET T
Z0.PEIPOZ: L<->L509LEGH L
6ZLipBEEl 6<-lzIvobeEEL'E
€91L.2F0SF L L<-[88426920Z: 1
92rL9¥202 LI~ Ire.5.c702 L
1889£Z50L P L<->B669EZ501 L
£16£006¥7 | 2<-I6r952125 1T
£009¥812Z:Z<-l0s0grsLzz:Z
0805 L0ge L 2l-Isez196EE:9L

d

Figure S2. Structural Variants. a. Structural Variants in more than 1 sample. b. Structural Variants in chromosome 1*. ¢. Structural Variants in patient 11. d. Structural
Variants in patient 13. In the labels, "|->" marks a front-to-back breakpoint (preserved direction), "|-1" a back-to-back breakpoint and "<->" a front-to front breakpoint.
*The overlapping breakpoint shown in the figure are not exactly on the same position, but detected within a range of 50 base pairs.
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Figure S3. Circos plots and venn diagrams. a. Circos plots of TP53 mutant samples.
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Figure S3b. Circos plots and venn diagrams from all intra-patient comparisons.
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Details on CIRCOS plot

* The outer first circle shows the chromosomes. The darker shaded areas represent large gaps in the human reference genome: i.e. regions of centromeres,
heterochromatin & missing short arms.

*  The second circle shows the somatic variants (incl. exon, intron and intergenic regions). Somatic variants are further divided into an outer ring of single
nucleotide polymorphism (SNP) allele frequencies and an inner ring of short insertion/deletion (INDEL) locations. SNP allele frequencies have been
corrected for tumor purity and scale from 0 to 100%. Each dot represents a single somatic variant. SNPs are colored according to the type of base change
(e.g. C>T/G>A in red) and are in concordance with the coloring used in Alexandrov et al. 2013 Nature paper that describes the use of mutational signatures.
INDELSs are colored yellow and red for insertions and deletions respectively.

*  The third circle shows all observed tumor purity adjusted copy number changes, including both focal and chromosomal somatic events. Copy number
losses are indicated in red, green shows regions of copy number gain. The scale ranges from 0 (complete loss) to 6 (high level gains). If the absolute copy
number is > 6 it is shown as 6 with a green dot on the diagram.

*  The fourth circle represents the observed 'minor allele copy numbers’ across the chromosome. The range of the chart is from 0 to 3. The expected normal
minor allele copy number is 1, and anything below 1 is shown as a loss (orange) and represents a LOH event. Minor allele copy numbers above 1 (blue)
indicate amplification events of both A and B alleles at the indicated locations.

*  The innermost circle displays the observed structural variants within or between the chromosomes. Translocations are indicated in blue, deletions in red,

insertions in yellow, tandem duplications in green and inversions in black.
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