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Figure S1. Mean expression of mRNAs in NHEMs and primary and metastatic melanoma cells. Data 

from cDNA array (Gene Omnibus (GEO) database (GSE108969)). Expression in NHEMs = 1. 

Expression levels of 28536 genes were involved in the calculation. 

 

 



 

 

Figure S2. A Transfection control for siHuRpool and siCtrlpool transfection. Relative expression of 

HuR mRNA in transfected Mel Wei and Mel Im cells (siCtrl=1) (left). Densitometric quantification 

(right) and exemplary image (middle) of western blot analysis of HuR protein levels in transfected 

Mel Wei and Mel Im cells (siCtrl=1). B Exemplary proliferation curves of Mel Wei and Mel Im cells 

resulting from a XTT assay (left panel) and quantified ‘OD’ (proliferative ability, siCtrl=1) (right panel). 

C FACS-based analysis of apoptosis in transfected Mel Wei and Mel Im cells (siCtrl=1). 

Transfection control for siHuRpool and siCtrlpool transfection (shown membrane=> n=1) 

 

HuR normal. to beta-Actin:  

 

The uncropped blots and molecular weight markers of Figure S2A. (Samples labeled with 

“N.R.“ (not relevant) are part of other studies and not relevant for this study) 



 

 

 

 

Figure S3. A Exemplary images of light microscopic examination of siCtrl and siHuR transfected Mel 

Wei and Mel Im cells. Enlarged cells marked with asterisks. B Exemplary images of light microscopic 

examination of SA‐β‐galactosidase staining in etoposide treated Mel Wei and Mel Im cells (positive 

control) (right). The percentages of SA-β-galactosidase positive cells (blue) were calculated (left) 

(siCtrl=1). C Exemplary images of H3K9-trimethyl immunofluorescence staining of Mel Wei and Mel 

Im cells. Panels show overlays of H3K9-trimethyl (red) and DAPI (blue) staining (left). The graph 

shows the amount of H3K9-trimethyl protein (right) (siCtrl=1). 



 

 

 

 

Figure S4. A Transduction control for HuR OE. Relative expression of HuR mRNA in NHEM Mock, 

NHEM BrafV600E and NHEM BrafV600E/HuR OE cells (Mock=1). B Exemplary image of western blot 

analysis of HuR protein in NHEM Mock, NHEM BrafV600E and NHEM BrafV600E/HuR OE cells (left). 

Densitometric quantification of HuR protein in NHEM Mock, NHEM BrafV600E and NHEM 

BrafV600E/HuR OE cells (Mock=1) (right). C Exemplary images of H3K9-trimethyl immunofluorescence 

staining of NHEM Mock, NHEM BrafV600E and NHEM BrafV600E/HuR OE cells (red) and DAPI (blue) 

staining. CopGFP served as a transduction control (green) (upper). The graph shows the amount of 

H3K9-trimethyl protein (Mock=1) (lower). For better recognition, colors are only shown in overlay, 

not in single pictures. C The graph shows the cell count of NHEM Mock, NHEM BrafV600E and NHEM 

BrafV600E/HuR OE cells one week after transduction (Mock=1). 

 

 

 



 

Transduction control for lentiviral HuR Overexpression (shown membrane=> n=1) 

 

HuR normal. to beta-Actin:  

 

The uncropped blots and molecular weight markers of Figure S4B. (Samples labeled with 

“N.R.“ (not relevant) are part of other studies and not relevant for this study) 

  



 

HuR level in melanoma cells compared to NHEMs (shown membrane=> n=1) 

 

beta-Actin and HuR:  

 n=1: 

 

 n=2: 

 

 n=3: 

 

Figure S5. The uncropped blots and molecular weight markers of Figure 1D. (Samples labeled with 

“N.R.“ (not relevant) are part of other studies and not relevant for this study). 



 

HuR level in melanoma cells after miR-194-mimic transfection (shown membranes=> n=1) 

For this blot, ECL western blot detection was used. The western blot marker is cropped into the 

membrane via the ECL software during detection of the bands.  

 

beta-Actin and HuR:  

 

Figure S6. The uncropped blots and molecular weight markers of Figure 2D. (Samples labeled with 

“N.R.“ (not relevant) are part of other studies and not relevant for this study). 

 



 

HuR localization in melanoma cells and NHEM (Nucleus/Cytoplasm) (shown membranes=> n=1) 

No quantification! 

 



 

 

Figure S7. The uncropped blots and molecular weight markers of Figure 3A. (Samples labeled with 

“N.R.“ (not relevant) are part of other studies and not relevant for this study). 

Influence of siHuRpool KD on cyclin D1 level in melanoma cells (shown membranes=> n=1) 

 

CyclinD1 normal. to beta-Actin:  

 

Figure S8. The uncropped blots and molecular weight markers of Figure 4E. (Samples labeled with 

“N.R.“ (not relevant) are part of other studies and not relevant for this study). 



 

Influence of siHuRpool KD on MITF level in melanoma cells (shown membranes=> n=1) 

 

MITF normal. to beta-Actin:  

 

Figure S9. The uncropped blots and molecular weight markers of Figure 5C. (Samples labeled with 

“N.R.“ (not relevant) are part of other studies and not relevant for this study). 

  



 

Influence of lentiviral HuR overexpression on MITF level in NHEMs (shown membranes=> n=1) 

(see also Figure S4 for HuR & beta-Act) 

 

MITF normal. to beta-Actin:  

 

Figure S10. The uncropped blots and molecular weight markers of Figure 7D. (Samples labeled with 

“N.R.“ (not relevant) are part of other studies and not relevant for this study). 

  



 

Table S1. 150 randomly chosen ARE-containing mRNAs. 

ELOVL5 E2F7 CALCOCO1 

NRAS ADAT1 EHD2 

CYP51A1 WAPAL IFT88 

ZZZ3 MAP2K1 EPHA3 

ZFYVE16 DERA YAF2 

PTBP1 LAP3 ZNF200 

CCND1 ADSS NOTCH3 

ABCC2 CCDC90A PPP1R3F 

SLAMF7 MAPKAP1 MAPK4 

RGPD5 CCND3 SMAD6 

PTEN NUP160 CRAMP1L 

RANBP9 C1orf124 MAP9 

INSIG1 MAP4K4 MAP3K13 

DICER1 RABGAP1 RGNEF 

NOTCH2NL FOXN3 MAP7 

MAPRE1 GCLM TIMP2 

IBTK PLAUR MYO16 

ZC3H15 TP53RK IL6 

CREB1 GABRA3 PKP2 

TNPO3 FAM120A MAP2K6 

CUL3 RALBP1 ITGB2 

MAPK6 ITGA4 PRDM1 

KPNA6 ARID1B IL13 

KIAA0776 FAM76A BCAS1 

MAP3K7 ITGA2 COL11A1 

ATP11B ETV1 CCDC85A 

PKN2 HSF2 SLC18A1 

SKAP2 KIAA1539 CDKL3 

HEATR5B PER3 XK 

CCDC99 AIFM2 IL10 

PHTF2 PRKAR2B MAP3K15 

TRAF3IP2 CCDC132 IYD 

MBTPS2 CDON ADAM22 

SLC12A2 C2orf3 ODZ1 

TRIO E2F5 ARHGAP6 

SLC30A9 FAS ITGB6 

RIOK2 INSIG2 USH2A 

MON2 MAP3K4 ASB4 

UBR2 CYFIP2 ADAMTS6 

DCUN1D1 MAP3K12 LRRC7 

EIF2AK2 KIAA1370 PAX6 

NSUN2 STAU2 ADAM28 

TCEB3 SMAD3 CD38 

SLK ARID4B UPP2 

PRKCH E2F8 HGF 

KIF1B ARID4A CDH10 

PGM3 ATP9A LY75 

C12orf4 MCM10 TFPI 

CYR61 ST7L IL15 

SMAD2 CENPQ MSH4 

  



 

Table S2. List of primary antibodies. 

Antigen/Size Species Method Dilution Manufacturer 

β-Actin 

(42) 
mouse WB 

1:5000  

in TBS-T 

Sigma-Aldrich Chemie 

GmbH, Steinheim, Germany 

Cyclin D1 

(34 - 40) 
mouse WB 

1:1000  

in 5 % MP / TBS-T 

Santa Cruz Biotechnology, 

Inc., Dallas, USA 

GAPDH 

(36) 
rabbit WB 

1:1000  

in 5 % BSA / TBS-T 

Cell Signaling Technology, 

Danvers, MA, USA 

H3K9-trimethyl. 

(17) 
rabbit IF 1:200 in PBS Merck, Darmstadt, Germany 

Histon H3 

(15) 
rabbit WB 

1:2000  

in 5 % BSA / TBS-T 
Abcam, Cambridge, England 

HuR 

(32) 
mouse WB/IF/IH 

1:4000  

in 5 % BSA / TBS-T (WB) 

1:500 in PBS (IF) 

1: 50 (IH) 

Santa Cruz Biotechnology, 

Inc., Dallas, USA 

Ki-67 

(320) 
mouse IF 1:100 in PBS 

BD Biosciences, Heidelberg, 

Germany 

MITF 

(55) 
mouse WB 

1:1000  

in 5 % BSA / TBS-T 

Santa Cruz Biotechnology, 

Inc., Dallas, USA 

PML 

(78, 97) 
mouse IF 1:200 in PBS 

Santa Cruz Biotechnology, 

Inc., Dallas, USA 

Table S3. List of secondary antibodies. 

Name/Species Method Dilution Manufacturer 

Anti-Mouse-AP WB 1:3000 in TBS-T Cell Signaling Technology, Danvers, MA, USA 

Anti-Mouse-HRP WB 1:3000 in TBS-T Cell Signaling Technology, Danvers, MA, USA 

Anti-Rabbit-AP WB 1:3000 in TBS-T Cell Signaling Technology, Danvers, MA, USA 

Anti-Rabbit-HRP WB 1:3000 in TBS-T Cell Signaling Technology, Danvers, MA, USA 

Alexa Fluor  

Plus 555 (mouse) 
IF 1:500 in PBS Thermo Fisher Scientific, Waltham, MA, USA 

Alexa Fluor  

Plus 555 (rabbit) 
IF 1:1000 in PBS Thermo Fisher Scientific, Waltham, MA, USA 
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