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Figure S1. Technical validation of microarray results by qRT-PCR. (a) mRNAs DEK, DKKS3,
SLC25A36, and (b) miRNAs miR-100-5p, miR-103a-3p, miR-125b-5p, miR-15b-5p, and miR-221-5p.
The Spearman correlation coefficient (Rho) and associated p-value (p) are indicated.
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