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Figure S1. Average level of gain of methylation (GOM) or loss of methylation (LOM) for each DMR normalized against the average of methylation of normal kidneys.
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Figure S2. Karyoview of WTs analyzed by high-resolution SNP-Arrays. Regions of homozygosity are indicated by purple bars, while genomic duplications and deletions are indicated by blue bars and red bars, respectively.

Table S3. Comparison between MS-MLPA and pyrosequencing methylation data of seven DMRs in MLIMA samples.
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Boxes in green represent gain of methylation (GOM), in red loss of methylation (LOM), in grey of normal methylation (NM) values. The slight differences between pyroseq and MS-MLPA methylation values and the discrepancies found in three samples can be due to the analysis of different CpGs of the imprinted loci.

Table S4. DNA methylation and chromosome profile of WTs at indicated imprinted DMRs.
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Boxes in green represent gain of methylation (GOM), in red loss of methylation (LOM), in grey of normal methylation (NM) values.

Table S5. Primers for pyrosequencing analysis.
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