
Supplementary Figure S1 

Supplementary Figure S1. Frequency of KIR+ CD8+ T cell subsets for Melanoma, Bladder, and Ovarian cancer 

patients. A, Frequency of KIR+ CD8+ T cell subsets in peripheral blood of healthy controls (n=42) and cancer patients (80 

melanomas, 80 bladder cancers and 89 ovarian cancers) and according to the presence of the HLA-C2 or Bw4 ligands, 

respectively. * p<0.05, comparing KIR2DL1+ CD8+ T cells in HLA-C2 positive (C1C2 or C2C2) and negative (C1C1) 

cancer patients. No differences in KIR+ CD8+ T cell subsets were observed for HLA C1-ligands or Bw4-ligands in any of 

the three types of cancer (data not shown). 
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Supplementary Figure S2 

Supplementary Figure S2. Analysis of activating and inhibitory KIR receptors on peripheral blood CD8+ T cells and NK cells.  

Gating strategy to identify total lymphocytes, CD3+, CD4+ and CD8+ T lymphocytes, CD56++CD16-/+CD3- (CD56bright) and 

CD56+CD16+CD3- (CD56dim) NK cells, CD226+ cells, NKG2A+ cells, as well as KIR2DS1+, KIR2DL1+, KIR2DL1+S1+, KIR2DL2/S2+, 

KIR2DL3+, and KIR3DL1+ CD8+ T cells and NK cells. Diva software combines hierarchical and logical gating strategies to define 

different cell subsets (see tables below the figure). Lymphocytes were selected based on low dispersion for FSC/SSC and all 

lymphocyte subsets were hierarchically dependent on this gate. CD3+ lymphocytes were gated as CD3+CD16-/+ cells. CD4+ and CD8+ 

T cell subsets were set within CD3+ lymphocyte. Total NKs gate included CD56+CD16+/- events combined with a NOT(CD3+) gate. 

To exclude M2-monocytes in the NK cell subset, CD16++CD56- events were gated-out. The expression of KIR receptors was 

estimated on CD3+CD8+ T Lymphocytes (“CD8+”) and on total NK cell (“NKs totales (%)”) subsets. A special analysis described 

elsewhere [1] was applied to patients with KIR2DL3 alleles that were nonreactive with anti-KIR2DL3 antibody clone 180701 

(KIR2DL3*005 or *015 alleles).  
[1] Falco M, Romeo E, Marcenaro S, Martini S, Vitale M, Bottino C, et al. Combined genotypic and phenotypic killer cell Ig-like receptor analyses reveal KIR2DL3 

alleles displaying unexpected monoclonal antibody reactivity: identification of the amino acid residues critical for staining. J Immunol 2010;185:433-41. 
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