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Detection of EGFR mutations using bronchial
washing-derived extracellular vesicles in patients
with non-small-cell lung carcinoma
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Figure S1: (A) The number of copies of the EGFR mutations (L858R, 19del, and T790M) found in 13
BW-derived EV-DNA samples and (B) the corresponding tumor size measured from CT scan images.
(C) There was weak positive correlation between the tumor size and the number of copies of EGFR
mutations of L858R and 19del (Pearson's r Correlation (r) = 0.61, p = 0.03).
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