Cancers 2019 S1 of S1

HOTAIR as a Prognostic Predictor for Diverse Human Cancers: A
Meta- and Bioinformatics Analysis

Halil Ibrahim Toy, Didem Okmen, Panagiota I. Kontou, Alexandros G. Georgakilas and
Athanasia Pavlopoulou

Overall Survival

(a)

Overall Survival

Overall Survival

o [ =3
< =15 HOTAIR TPM - — Low HOTAIR TPM = —— Low HOTAIR TPM
—— Figh HOTAIR TPM —— High HOTAIR TPM —— High HOTAIR TPM
Logrank p=6.4e-06 Logrank p=0.0019 Logrank p=0.0063
. o | HR(high)=2.2 o HR(high)=1.6
B P(HR)=0.00013 o p(HR)=0.0022 = p(HR)=0.0069
3 T ,naz‘.gmfgg - n(high)=39 - n(high)=81
> 5 n(low)= B n(low)=41 S n(low)=81
S o 2 2 z e
3 2 ° | Pl e 3°
5 £ :
<« 1= e
S s g« | 3 <«
(o} O o O o
a o 5]
- o o
b
o | o~
S e P 1 N L P
o
S :
T T T o | : o
50 100 150 e . : - . ] . . . :
Months 0 20 40 &0 80 0 20 s 60 80

Months Months

Figure S1. Kaplan-Meier plots depicting the prognostic potential of HOTAIR for OS in various types
of cancers. (a) ACC; (b) MESO and (c¢) GBM. The corresponding HRs and p-values are indicated. The
ClIs are denoted by dashed lines.
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Figure S2. Correlation between HOTAIR and CDKN1A expression.
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