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Supplementary figures: 

 

Table S1. Phenotypic characterisation for del(7q) samples with high HLXB9 expression levels. 
 

 
 
 
 

 
 

Figure S1. Distribution of HLXB9 expression levels across datasets stratified by gender. "n" represents 
the number of samples in each category. The relationship between HLXB9 expression and gender 
was analysed for all cohorts. We observed that there was no significant difference in the HLXB9 
expression levels between male and female samples.  
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Figure S2. HLXB9 expression levels in AML, ALL, Whole Blood and Leukemia Cell Line 
differentiated per dataset of origin: GTEX, TARGET and TCGA. 
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Figure S3. Distribution of HLXB9 expression levels in TCGA AML data stratified per cyogenetic 

phenotype. "n" signifies the number of samples in each class. 
 


