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	UPN
	IGHV gene
	IGHD gene
	IGHJ gene
	% identity
	Productive rearrangement
	HCDR3 aminoacid sequence

	8
	IGHV1-2
	IGHD3-16
	IGHJ4
	92,0
	yes
	CARGVDLGELSLAPFDSW

	3
	IGHV1-2
	IGHD6-19
	IGHJ6
	91,9
	yes
	CARDLHTSGLYGMDVW

	7
	IGHV1-8
	IGHD2-8 
	IGHJ4
	99,2
	yes
	CARTRSTHGDLDYW

	5
	IGHV3-7
	IGHD2-21
	IGHJ4
	95,7
	yes
	CARDGPGGGVVNFDHW

	9
	IGHV3-21
	IGHD2-21
	IGHJ5
	87,3
	yes
	CARGGGDIPFDHW

	6
	IGHV3-23
	IGHD2-15
	IGHJ6
	85,9
	yes
	CARRDMGLSYMDVW

	2
	IGHV3-53
	IGHD3-22
	IGHJ3
	97,6
	yes
	CAREVTNYYYDDTAYPGAFDIW

	10
	IGHV3-72
	IGHD2-21
	IGHJ4
	89,8
	yes
	CARVDGHCDGNMCLRVGYW

	1
	IGHV3-74
	IGHD6-6
	IGHJ4
	91,7
	yes
	CTRIYISSGYFDYW



