Table S2: prevalence of gene mutations in MZL and CLL, according to published data. MZL: marginal zone lymphoma; CLL: chronic lymphocytic leukemia

	Gene
	MZL
	CLL

	
	Mutated cases/all cases (%)
	Mutated cases/all cases (%)

	ATM
	14/245 (5.7)
	109/966 (11.3)

	BCOR
	7/239 (2.9)
	17/966 (1.8)

	BIRC3
	21/614 (3.4)
	27/966 (2.8)

	CARD11
	28/1066 (2.6)
	10/966 (1.0)

	LYN
	1/228 (0.4)
	2/966 (0.2)

	MYD88
	137/2060 (6.7)
	32/966 (3.3)

	SF3B1
	1/239 (0.4)
	147/966 (15.2)

	TP53
	92/1045 (8.8)
	52/966 (5.4)

	TRAF2
	4/349 (1.1)
	6/966 (0.6)
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List of references used to populate the table:


Data for CLL: [1,2]
Data for MZL: [3–46]

The mutations frequency in MZL could be underestimated as some publications only research mutations in hotspots, whereas mutations data for CLL come from two whole genome sequencing/whole exome sequencing studies.
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