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Figure S1. Peritumoral immune marker expression according to the practical molecular
classification of endometrial cancer based on DNA mismatch repair (MMR) status and p53 mutation
status in endometrial cancer patients. (A) TIL, (B) CD8* T lymphocytes, (C) peritumoral PD-1*
immune cells, and (D) peritumoral PD-L1*immune cells.
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Figure S2. Peritumoral immune marker expression according to the practical molecular
classification of endometrial cancer based on probable Lynch syndrome (PLS) status and p53
mutation status in endometrial cancer patients. (A) TIL, (B) CD8* T lymphocytes, (C) peritumoral
PD-1* immune cells, and (D) peritumoral PD-L1* immune cells.

Methylation

Unmethylation

Figure S3. Results of MLH1 promotor methylation test showing amplified un methylation and
methylation PCR products. A: Unmethylated human control DNA MLH1 methylation PCR; B:
Methylated human control DNA (bisulfite converted); C: Unmethylated human control DNA
(bisulfite converted); 1: Not significant result due to material insufficiency; 2: A case showing MLH1
methylation; 3: A case showing no MLH1 methylation.
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Table S1. European Society of Medical Oncologists (ESMO) risk groups [1]

Risk group Description
Stage I endometrioid, grade 1-2, <50% myometrial invasion,
Low .
LVSI negative
. Stage I endometrioid, grade 1-2, 250% myometrial invasion,
Intermediate

LVSI negative

Stage I endometrioid, grade 3, <50% myometrial invasion,
regardless of LVSI status

Stage I endometrioid, grade 1-2, LVSI unequivocally positive,
regardless of depth of invasion

High-intermediate

Stage I endometrioid, grade 3, 250% myometrial invasion,
regardless of LVSI status

Stage 1I
High

Stage III endometrioid, no residual disease

Non-endometrioid

(serous or clear-cell or undifferentiated carcinoma, or carcinosarcoma)
Advanced Stage III residual disease and stage IVA
Metastatic Stage IVB

FIGO 2009 staging used; LVSI, lymphovascular space invasion.
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