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7-Hydroxyheptaphylline Succinic acid
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L-Acetylcarnitine Acetylcholine
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Figure S1. Boxplot further exhibited the level of each specific metabolites in different groups. Different letters (a-c) indicate significant
differences (p < 0.05).



Metabolite Sets Enrichment Overview
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Figure S2. The metabolites sets enrichment analysis of differential expression metabolites in AFM1/CTL.



