Table S1. List of the sequences of precursors of peptides and proteins identified by transcriptomic analysis of the L. poonaensis spider venom gland

(1) Neurotoxins

Name Sequence Similar peptide (Accession No., species)
m.59186 MSSGPSLSLSDTAHFRKSCLEIGEVCDGNANDCQCCRSNGFCHCSWIFNHCTCQVGDSSKSYGVCLWKQKNCPNKPGMCTKPCTNRRRCKNRSG w-ctenitoxin-Pn3a (P81790, Phoneutria nigriventer)
m.1192 MKTSTVFGLCAIVVLMLTIADLSGADEMNSQDAPEERGYCAEKGIRCDDIHCCTGLKCKCNDSGYNCVCRKK Purotoxin-1 (P86269, Alopecosa marikovskyi)
m.38262 MGRWIFAIFLGITLLTQVLLPSAYMATSDADTPAVDDYADVARLLYFARKRSCIKRGSSCDHRPNDCCDNSSCRCNLWGTNCRCQRMGLFQKWGK U8-agatoxin-Aola (Q5Y4U4, Agelena orientalis)
m.218293 glf\\l(vlg_KKPLVVTVLLLLCYAVMTNAYVMRDSSLDSYQEPNYEALRQYLLSTRNLNNIPNRRSCIRRGSSCDHRPSDCCFNSSCRCNLWGTNCRCQRAGLF U8-agatoxin-Aota (Q5Y4U4, Agelena orientalis)
m.9 MSPKVQALLLFVGLITFLVVHAEELSEIEESERACAEEHKSCNWENKPCCDKMSCHCSAAFTNCKCQKGVIRKIIDWIGGK U16-lycotoxin-Ls1a (B6DD52, Lycosa singoriensis)
m.11889 MSPKMQVLLLTIWLFMFLAVHSHEELSESAESERSCANEYQSCDWYNRPCCDNISCVCSWIGTNCECKKGIIRTIRDWINGK U16-lycotoxin-Ls1a (B6DD52, Lycosa singoriensis)
m.16586 l;{/I\I(R’QYV\V/gIGSALLVVAVYSFTFEDENEDVFLEEAKEELDPEEERRIALPPGAVCNGHKSDCQCFGAKYKCSCPWLWRFRRSAKCHCKKGWAWTAIKKRSCRN U2-lycotoxin-Ls1a (B6DD29, Lycosa singoriensis)
MKILFVLISILYSVHCFTSEEIVGSEHLANELEAVEDINSEQNVALESTREEERSCADMGQDCADDCDCCLNIARCNCWFGKYFCSCTFGNYQTCQAKRGK . . —
m.30919 CTRNRPQSCPKSNINHKKG U13-lycotoxin-Ls1c (B6DD20, Lycosa singoriensis)
m.8162 MKIAVIFGVLLVTLFSYSSAEMFDDFEQADEADELLSLIEEQTRAKECTPRFNDCTNDRHSCCRGELFKDVCTCFYPENGGNEFCTCQQPKHFKYIEKGTD U3-lycotoxin-Ls1a (BEDCQS, Lycosa singoriensis)
KIKKIGSKIKSWFG
m.6715 MSTFTQCKRKVIFNKLFSKQIPLIFPFYRAKACTPRFRDCSHDRHSCCRSSLFKDVCTCFYPENGDKKEVCSCQQPKHLKYMEKATDKIKYLIG LSTX-D6 (B6DCUS, Lycosa singoriensis)
m.6722 :\(/ISéFVVVALLVTLISYSSSEGIEDLEADDFLSLMANEQPRAKACTPRFRDCSHDRHSCCRSSLFKDVCTCFYPENGDKKEVCSCOQPKHLKYMEKATDKIK LSTX-D6 (B6DCUS, Lycosa singoriensis)
m.6716 MNFLKGNINTFRNDCIPKHHECTSNKHGCCRGKIFKYKCQCTTVVDQSGEQAERCFCGTATHHKAVELMAGFGKKLFG U1-lycotoxin-Ls1ee (B6DCNSG, Lycosa singoriensis)
m.103490 MANEQPRSDCIPKHHECTSNKHGCCRGKFFKYKCQCITVVDQSGEQAERCFCGTATHHKAVELMAGIGKKLFG U1-lycotoxin-Ls1e (B6DCJ5, Lycosa singoriensis)
m.6709 gﬂlfl\(lllj\:/c\;/VALLVTLISYSSSEGIEDLEADDFLSLMANEQPRNDCIPKHHECTSNKHGCCRGKIFKYKCQCTTVVDQSGEQAERCFCGTATHHKAVELMAGF Ut-lycotoxin-Ls1e (BEDCJS, Lycosa singoriensis)
m.6148 MKYQILFGLVFLTLLSYCSSEFEDAGLFMDEEMVEADDPNAIARKDDNENCIAKHHECTSNRHGCCRGKLFKYKCQCVKIVNAQKEETERCACITPGLHKA US-lycotoxin-Ls1a (BEDCVO, Lycosa singoriensis)
VEFVLQLFKKAIA
m.69253 l'\EAEg/k}r/\I;CTVLFLTLFSYSSTEAIHEFDSNAEEDMLSVFACEQVRAKACSPRLHDCSDDRHSCCRGEKYKVICNCYDLEGEDKSEVSTREQPKSEKNIVKLD Ud-lycotoxin-Ls1a (B6DCTS, Lycosa singoriensis)
mA57117 \I\;Igl\(/#:\l/-lll_zl_sv\g_FlTLFSYSSTEAlDEFDSNAEEDMLSVLASEQERAKACTPRLHDCSDERHSWCRGEMFKDVCYCFYPEGEDKTEVCSCQQPKSHKYNEKV Ud-lycotoxin-Ls1a (B6DCTS, Lycosa singoriensis)
m.190400 MKLLFFTGLFLLVVVNLIKAEAEAENERAACIRLERQCTKTPGNCCSGLKCECYQRFEKGVAKGKRCWCIEKDVTYKNKK U6-lycotoxin-Ls1d (B6DCV4, Lycosa singoriensis)
m.2157 MKILFFTLSLLLVASFIEVEAKSKGSCLTYAEVCTKNASGCCSDLRCDCYIRYEEGVEKGEKCWCNYKDVIYKKA U7-lycotoxin-Ls1c (B6DCWY, Lycosa singoriensis)
m.2159 MKIVLFAVIAVLLTVSLIEIEAQSKGVCLPYAAVCKTNASRCCSGLTCDCYLRFEEGVQKGEKCWCIHKGVTYTKE U7-lycotoxin-Ls1c (B6DCWY, Lycosa singoriensis)
m.10500 MKLIFTGLVIFAIANAIEAEAENERACIAEYGECLKAPGNCCSNLACDCYGRFKNGKEIGRNCFCLQKGVIYKREK U8-lycotoxin-Ls1s (B6DCX9, Lycosa singoriensis)
m.10497 MKLIFTVLVLFSIVSLIKAEAESERACVAQYGECLKEPGNCCSNLVCDCYGRFKNGKEIGRNCFCLEKGIIYKREK U8-lycotoxin-Ls1s (B6DCX9, Lycosa singoriensis)
m.10498 MKLIFTGLVIFAIANAIEAEAENERACIAEYGECLKAPGNCCSNLACDCYGRFKNGKEIGRNCFCLEKGIIYKREK U8-lycotoxin-Ls1s (B6DCX9, Lycosa singoriensis)
m.3722 MKLGIFLLFSLVVLAVASESIEENINDNLPEQQRACADLNEKCTEGDDCSCCGERGRCDCNWPGKPGCYCMRGGPFDLIAKKFKC U12-lycotoxin-Ls1a (B6DD13, Lycosa singoriensis)




(2) Cytolytic linear peptides

LGKIGALIKKAYAIYKAKAAGRNEQTPATVSANDDEEARKIKWFKAMKSIAKYVAKKQLKKHLGGEN

Name Sequence Similar peptide (Accession No., Species)
m.2649 MTVNDDEEARIWLTALKFIGKNLGKHFAKQQLSKLGRSEDMSEMTMKKQESG LyeTx | (COHJUS, Lycosa erythrognatha)
m.2799 MSANDDEEARIWLTALKFLGKNLGKHFAKQQLAKLGRSEDISENLSADSFQSLEEVKTCLOMTMKKQESG LyeTx | (COHJUS, Lycosa erythrognatha)
m.2698 MSANDDEEARIWLTALKFIGKNLGKHFAKQQLSKLGRSEDMTVNDDEEARIWLTALKFIGKNLGKHFAKQQLSKLGRSEDMSECLQMTMNKQESG LyeTx | (COHJUS, Lycosa erythrognatha)
2695 ggggDDEEARIWLTALKFIGKNLGKHFAKQQLSKLGRSEDMTVNDDEEARIWLTALKFLGKNLGLKFIGKNLGKHFAKQQLSKLGRSEDMSECLQMTMNK LyaTx | (CORJUS, Lycosa enythrognatha)
2781 MTKKKQESWLTALRIWLTALKFLGKNLGKNLGKHLAKQQLAKLGRSEDISENDDEEARIWLTALKFLGKNLGKHFAKQQLAKLGRSEDISENLSADDDEEA | |\ o oo o) roanath
m- RIWLTALKFIGKNLLVNSIKIFR yeTx | ( , Lycosa erythrognatha)
MSANDDEEARIWLTALKFLGKNLGKHRISQNSSLQSLEEVKTSLKTCLQSQNNSFQSLEEVKIMSANDDEEARIWLTALKFIGKNLGKHFAKQQLSKLGRSE
m.2690 DMTVNDDEEARIWLTALKFLGKNLGLKFIGKNLGKH LyeTx I (COHJUS, Lycosa erythrognatha)
2667 MKEIAAQTLGREESLSENENEEARGRLOAFLAKMKEIAAQTLGREENLFANEEERVIWLPALKFLASHIAMEQLSKLGRNEQTPEEARIWLTALKFIGKNLG | |\ o oo o) roanath
m. KHFAKQQLSKLGRNEQTPEEARIWLTALKQLSKLGRT yeTx I ( » Lycosa erythrognatha)
2650 MKEIAAQTLGREESLSENENEEARGRLOAFLAKMKEIAAQTLGREENLFANEEERVIWLPALKFLASHIAMEQLSKLGRNEQTPEEARIWLTALNKFIGKNL | |\ o oo o) roanath
m. GKHFAKQQLSKLGRNEQTPEEARIWLTALKQLSKLGRT yeTx I ( » Lycosa erythrognatha)
m.2660 MKEIAAQTLGREESLSENENEEARGRLQAFLAKMKEIAAQTLGREENLFANEEERVIWLPALKFLASHIAMEQLSKLGRNEQTPEEARIWLTALNKFLG M-lycotoxin-Ls3b (POC2U7, Lycosa erythrognatha)
12706 MKEEIAAQTLGREESLSENENEEARGRLQAFLAKMKEIAAQTLGREENLFANEEERVIWLPALKFLASHIAMEQLSKLGRNEQTPEEARIWLTALNNASEAL | /o0 o 00007 | oosa erythrognaiha)
GREEIWGFCK
2678 MKEIAAQTLGREESVSANEDEEARSKWKAFLAKMKEIASEALGREEGVSANEDEEARGRLOAFLAKMKEIAAQTLGREDSLSANEDEEARGRLOAFLAKM | (1100 o oo o) broanath
m. KEIAAQTLGREESLSENENEEARGRLQAFLAKMKEIAAQTLGREESVSANEDEEARSKWKAFLAKMKEIASEALGREENLSANEDEEGGFCK yootoxin-Ls3b ( » Lycosa erythrognatha)
o715 MSANDDEEARIWLTALKFIGKNLARIWLTALKFLGKNLGLKFIGKNLGKHFAKQQLSKLGRSEEARIWLTALKFIGKNLGKHLAKQQLSKLGRNEETPGSFSA | |/ 0 oo inens
m. DDDELERAGLGKIGAFIKKAYAIYKAKAAGRNEQTPATVSANDDEEARKIKWFKAMKSIAKYVAKKQLKKHLGGEN ycotoxin-He2a ( » Hogna carolinensis)
MSANDDEEARIWLTALKFIGKNLGKHFAKQQLSKLGRSEDMTVNDDEEARIWLTALKFIGKNLGKHFAKQQLSKLGRSEDMSANDDEEARIWLTALKFIGK
m.2734 NLGKHLAKQQLSKLGRNEETPGSFSADDDELERAGLGKIGAFIKKAYAIYKAKAAGRNEQTPATVSANDDEEARKIKWFKAMKSIAKYVAKKQLKKHLGGE | M-lycotoxin-Hc2a (P61508, Hogna carolinensis)
N
MSANDDEEARIWLTALKFIGKNLGKHFAKQQLSKLGRSEDMTVNDDEEARIWLTALKFLGKNLGLKFIGKNLGKHFAKQQLSKLGRSEDMSANDDEEARI
m.2795 WLTALKFIGKNLGKHLAKQQLSKLGRNEETPGSFSADDDELERAGLGKIGAFIKKAYAIYKAKAAGRNEQTPATVSANDDEEARKIKWFKAMKSIAKYVAKK | M-lycotoxin-Hc2a (P61508, Hogna carolinensis)
QLKKHLGGEN
MKEIASLQMRMKKREIAAQTLGREESLSENENEEARGRLQAFLAKMKEIAAQTLGREESVSANEDEEARSKWKAFLAKMKEIASEALGREENLSANEDEE
m.2773 ERMVWLLPLKFLASHVAMEQLSKLGSKIATKLGRNEQIPVISANEDEEERMVWLLPLKFLASHVAMEQLSKLGSKIATKLGRNEETPVSFFADDDGEERAG | M-lycotoxin-Hc2a (P61508, Hogna carolinensis)




(3) Protease inhibitor

Name Sequence Similar peptide (Accession No., species)
MNFQFVLLCMTSVVVVQYAVAFKLIRSKRSTNVPSRCLQDPDSGMCLAYFLNYYYNPSSGECETFVYGGCQGNDNNFWTKDDCEAICKPKTNETEEINSL . .
m-201956 | || Fg| ESLIEGKDVCEYPPETGECRALFIRYYYDGEKCSPFVYGGCDGNPNNFETEVECMERCGPKSEDESEENEV U19-barytoxin-Ti1a (WAVSH9, Trittame loki)
MKNISIFSVVLTLSFSLAVSFTYPRSRRSSDDEDSSSRCQLPPVTGLCRAYFLMYYHNATTNTCNRFVFGGCIGNGNKFWTGEECVEACGGTIDDTMPIQS . .
m.221752 FHYDYDFEDYDDPCDKPLVVGHCDADIPRFYFDGKECTAFLYGGCGGGNHNNFPTKEKCLEKCGYRILDEENEIENTE U19-barytoxin-Ti1a (WAVSHS, Trittame loki)
MEGNMLMVLLVASTIGLALSNPLVSRPNYDNIPQCLQPPASGMCLAYFPSYYYNPSKETCDTFIYGGCQGNANRFFSFDECMAKCGGFKQEPNDSFKLIL
m.248055 | ENGEDQNPSASEQQVEDICSLSTEMGPCRAMMPRFYFNGDKCEEFIYGGCEGNANNFKTIEECQQRCGSTSSSEEVEADNSEETEKASEEAVAEEASVE | U19-barytoxin-Ti1a (WAVSH9, Trittame loki)
SAEESDSKAEN
MKNEFLILFLIGLFCPIYGILESDRLKRLIRIDLNNPLAKDVCDYPLDIGRCFGAKQRYYFNGDTCEEFTYKGCLGNANNFRTKEECMLKCAHKMEGGSGET | kappaPl-theraphotoxin-Hs1a (PODJ77, Cyriopagopus
m.250351 !
EEEEHFSFSLFG schmidt)
m.41663 MDSKIIAVFLLLVLSTCVLSEKYGPTTRNPYCKKMNIRNNCCKDSDCSSGYCCSEPCGNFCHAPSSIPGGKRVNPNASCKLGYVYR U14-lycotoxin-Ls1b (B6DD37, Lycosa singoriensis)
m.1940 MNSKIFAVLLLLALSACALSEKYCPTPRNTSCKKQNIRNDCCKDSDCTSNAFCCAQPCGNFCIAPSDNPGGRRVDPNASCKLGYVY U14-lycotoxin-Ls1b (B6DD37, Lycosa singoriensis)
MPHVLCEFYINKRMVVSNHYIQLSEKELICKMNSKIFAVLFLLALLTCVLSDQYCPKSRLTPCKKMNIRIDCCKDEDCTGGSWCCATPCGNFCKYPINRPGG . o
m.41662 QRAAGGENCKIGYVYLK U15-lycotoxin-Ls1d (B6DD42, Lycosa singoriensis)
m.11922 MNSHILFVLLVLGIATCVLAGDIELRINICSNELKANRKKCNENCKRLSFQDFGIKKEDRTTLFCFLHQIKPLR U20-lycotoxin-Ls1c (B6DD62, Lycosa singoriensis)
m.240217 | MKPTYLFICVISLVYLVSAGRSQFCPVREPIFCIRRQDLCCSHNECSVGELCCEENCGNVCRLAVPRRTSGIEYRYNPNCINESL U7-agatoxin-AoTa (Q5Y4V9, Agelena orientalis)
m.11914 MNSHILFVLLVLGIATCVLAGGFCPKSRHPHCNLSYKINDCCAQSDCRFGSVCCVEGCGNVCRAESDTPIGEKFVDGSECKLGHVFPKRWYEFW U20-lycotoxin-Ls1a (B6DD60, Lycosa singoriensis)
MMFKILLVAIFIVLAESTERKTDCQEHREREAKSKASLPMRLIPECDENGDYKPLQCFKDSDFCACWDKQGNPVTQPSKTIKQCDCLVQKHEVEKKGLRGA " o
m.204789 FKPSCSEDGRYQKQQCHGSTGFCWCAHPETGEKTSEETRGRPNG U24-ctenitoxin-Pn1a (P84032, Phoneutria nigriventer)
MWIPIFLLALAVPTIRSERKCGECVPEKCQPPSEECLAGLVKDLCGCCYVCGRREGELCDGDFLPIPYRNRGYGPCGEHLECRPRTDLAPGDPPEAMCVC
m.217252 | LKTETLCGSDGNTYDNECQLTEARYKQREQILKAMHRGPCRSAPKITSPPEEASNYTGGNIAMSCEATGWPIPVFEWRVDIGDGNTIPLPSDDPKVSVQS | IGFBP-rP1 (G4VAGH, Cupiennius salei)
RGGPSKYEVTSWLQLLSIQPKDDATYWCIAKNDEGESSAAARVVVLDFRGSKTEDNGRINDL
(4) TCTP family
Name Sequence Similar peptide (Accession No., species)
7640 MIIFKDLITGDEMFTDSSKYKLIDECLYEVECRHVQRRQGDIQLEGANPSQEEADEGTDESVESGLDLVLNQRLVETGFTKNDYKNYLKTYTKSLQDKWKE | Translationally controlied tumor protein homolog (G3LU44,
m- MGKNDTEIAEAKSKITEAVKKVLPKLADMQFFMGESSNPDGLIALLEYRENPGGDETPIMIFFKHGLDEEKV Loxosceles intermedia)
124068 MRIFKDIITGDEMFTDSSKYKLIDDCLYEVECRHVQRRLGDVQLDGANPSQEEADEGTEEVVESGLDLVLNQRLVETVFSKNDYKGYLKLYTKSLQDKWKE | Translationally controlled tumor protein homolog (G3LU44,

MGKSDSEIADAKSKFTEAVKKILPKIGDLQFFMGESSDPDGLIALLEYRENESGNETPIMMFFKHGLEEEKV

Loxosceles intermedia)

(5) Non-toxic peptide

Name Sequence Similar peptide (Accession No., species)
m.106956 MKCIIALTILATLVVAIQGKFCERSSDCGEGQCCTGSSFNRHCQELSDNGRPCQRPNDYDSYKTGCPCKEGLICSVINYCQEP U19-ctenitoxin-Pn1a (P83997, Phoneutria nigriventer)
m.7591 MRTMKCIISLTIVATLMCLVQGQDQSCGEVYCGEGQCCSGSFYARHCRDYSNDGEPCERPNKYNSYKTACPCKEGMFCNVINRCQKYE U19-ctenitoxin-Pn1a (P83997, Phoneutria nigriventer)




(6) Peptidase

Name

Sequence

Similar protein (Accession No., species)

m.1011

MDTSVSPCDDFYQYACGRWSKHHELPSDRSYYNTFEVLKDQLKAQLKDLLEEPVTDDDSNATIKAKNLYASCMNEEVIEELKEKPLVLLLDDLGGWPVTS
SNWTEENFDWVYLIATLQQYSNNILISQWVGPDGRNSSMHIIQIDQADLGLPSREYYVQGTQQLDAYGRYMVEIAQLLGASPEKAEEEMKEVLEFEIEIANF
TIPREERRNYTAMYHKLTLAELQVRIPLVNWTLFFNVAMPLELTDDEEIVIYAITYVERMTDFLVNTPKRVVANYILWRFVYKFVSNLDKRFQAKQQEYYSAL
YGTQSIPPRWKTCTVYTNKIMGTAVGSLFVKTHFNERSKETAEEMIENIKTAFLELLEEVDWMDTETRSEARQKALLMTEKIGFPDYIMDPQELDKDYDGIEI
KPDRYFDNVLLSLKQYSIREQMKLRTLVDRTQWVSSPAVVNAFYTRPKNFITIPAGILQPPLYHQNYIRSLSYGGIGVVIGHEITHGFDDKGRQFDHRGNLK
QWWDSEALIKFQSKADCMIKQYGQYMMTDINMKVNGINTQGENIADNGGVKQSFKAYKSWASRNSEEPLLPGLNLTHDQLFFLNYAQIWCGSMRPEAAI
NMIRTGVHSPGKYRVIGALSNSKDFSEAYGCPLGSPMNPEKKCHVW

Neprilysin-1 (W4VS99, Trittame loki)

m.15154

MVSKGGCLGWLKKRTNLEKTLLSLSSLLLLTLLLMILIGITYQGKKTKNSPENEEECWSTECIQTAGDILKKIEPEADSCGNFYEYACGTYTKNLGQTISVPKQ
STDSVYFTLKRLMESKKNLDVRNLKDVRSFYDTCVKFGSHWQDLKETGDSLNNLMLDLGVGTWPIIDSLYDTSTFSRDKTFASLILLDVPVAFQMEIVPDQ
QISGSFLVKISPGSPRESGRSPSDIRGDVHLRSSVLTSFLLLGANAKITDVNDIIAADSSFAAIEQDKNIVCDDVLLSPQEAPSELKRLIPEIDWKIILSEIRNVTG
LVRPFAVELHCKQKIRDYVVHLNDLTVRSEANYLGWRFFSKFVEHVVPTFEKSQFGTDDVVPRWRICLELIEKFSPTVLVDLLAKEIINKEVIAQTERISDSSL
KAAKRLVSRTQWLTNNQRSRIQEKVSRFRTRYPFKRTAADGDSGKLKIPQVNVNNFTAVIVRQQRKWVIQRFRRLSHEADNVDWIESRVPFLTARSDSVL
SDSVLYVYFDKIRTPYIQLKGSQWLNYGGFGVTVAREISRLLLSSSVGQGENTLLWNLWSNSSNTSKCLITSMAKRMGIHEEVLNALADEKLLQNLFLDQSA
IEIAYETAKMTAGSSKSLPGLELNDEKMFFLSYAQTQCEADLQVQKSKNIPPIQNRLNSVLQNFDSFNEVFSCASSSHCQIWA

Neprilysin-1 (W4VS99, Trittame loki)

m.19936

MRRADSTLKARDRYEKHSLTKFRNETGICYSPSCISEASNLLKSINMSVDPCSDFYSFACGNWIKNAYLVSTLESQFTKLTRIIHLRVKSILEDLEKEDNLPDH
KMKTSDFYKACMDRDHRNEIGATEFLNDLKKFGGWPLIEEEWDAANFNWSNVMIQLFKNGYISNMLFTVKLEIDAKNTSRSIIAVMQPSLGLKNKLYYIIPD
GQIATSYKKAIFEVAKHLHPNANLVKKTSMDAIEKAFELESKIADLIKEVNMRYPDQFYNIMTLEELENFAPKIPWRNLLKHLLPPETILTNEERILVTVPSMIKG
LNKILEEMSTEQGKRILSNYMFYRTAFFAASNLNTEFYNLIKGIFNTDSVANNQLWEICVKDTMDLFPLPLTSSYVAKYLKNNTKELLEVMFDDIKNALVEDIK
NAAWLDTETKNYALFKVKKMKAAIAYKEEIMKDENLNSFYKEVNVTDNHFSNVKQLIAARQQRNMQGLHKKRDRFRWTDVNNLLTANAYYQPSSNAIIPV
GVLHDTIFAAERPNYINYGSLGMIVGHELTHAFDSIGSLYDADGSYRMWWKKESWKKFEERVKCYKEQYDKFYLSEADSNVNGTLTLGENIADNGGLQTA
YYAYNLLLKRLGSEKSLPGLPYTERQMFWISFANVWCRKQTEESIQYGMIYSVHSPSRFRIIGSLSNMKEFSEDFNCKLNSTMNPKSKCLLWK

Neprilysin-1 (W4VS99, Trittame loki)

m.9580

MAGNLAVAFRNVTAQKCAWWNRRSPCEKFLFILCILLLSTCAVLIIVNLITEKRLRVAEDIVSGICHSEECIKAAARILERLDTSTKPCDDFYHFACGNFLHRHT
VPDDHYLRSTMQTMQDDLYVTLKRLIEHPQSSNDSEAIIKVKKLYTSCMNTSSIEDGSVKVLQDLLTNWGIGEWPILIPRWNKTVDMEWRLAMLHIHEVKPF
FSTFVAPDDRNSSVYLLHINAGGPFLNPQYFLNTSDPDYVRYVLSYKNLIFETVRLLGVQESDAKKDIEEMLEFEVEFANISQDDPFDSINETSQLDDDFVFN
KINVSVLEDMIPEIKWNVLIEYIFDYIGLSTEKIDISFVVHCEKYLRHLVALLNRTPPKTAINYLTWRFVMKYMPYLDIHFRRLYYDFRREVPVRAEERTFFARW
KECVHIATEGFGMALASLYVKDEFNEEMENEIKFLISSLKEAFIKSIHKQTWLDHDTKVLCEEKVSAMGNKIGFPRYILDPFQLDADYVGLDVTEDHFLDNILK
INRYEETKDLSKITRTVDKERDWFVQPLVVNAYYEGSGNTVIFPVGILRRPIFTPRRPKYLNYGMLGVIIGHEITHGFDNNGRKYDKAGNFTQWWTDEIVEK
FKEQVSCYIEQYSQLPIDMVGQNVNGNQTLDDNICDNSGLAQAYRAYRHYVSKYGEEPRLPGISYSNTQVFFLQYAQLWCEILSKEANERFIKDSHSPGKY
RANIPLMNSPEFSSAFNCPTGSPMNPVKKCRLWA

Neprilysin-1 (W4VS99, Trittame loki)

m.19952

MFTSQYMNFDEKSRLYPERGPGKTFPVTTPLERTLLINAIVVLIGIGLSIGIVSLKKARDRYEKHSLTKFRNETGICYSPSCISEASNLLKSINMSVDPCSDFYS
FACGNWIKNAYLVSTLESQFTKLTRIIHLRVKSILEDLEKEDNLPDHKMKTSDFYKACMDRDHRNEIGATEFLNDLKKFGGWPLIEEEWDAANFNWSNVMIQ
LFKNGYISNMLFTVKLEIDAKNTSRSIIAVMQPSLGLKNKLYYIIPDGQIATSYKKAIFEVAKHLHPNANLVKKTSMDAIEKAFELESKIADLIKEVNMRYPDQFY
NIMTLEELENFAPKIPWRNLLKHLLPPETILTNEERILVTVPSMIKGLNKILEEMSTEQGKRILSNYMFYRTAFFAASNLNTEFYNLIKGIFNTDSVANNQLWEIC
VKDTMDLFPLPLTSSYVAKYLKNNTKELLEVMFDDIKNALVEDIKNAAWLDTETKNYALFKVKKMKAAIAYKEEIMKDENLNSFYKEVNVTDNHFSNVKQLIA
ARQQRNMQGLHKKRDRFRWTDVNNLLTANAYYQPSSNAIIIPVGVLHDTIFAAERPNYINYGSLGMIVGHELTHAFDSIGSLYDADGSYRMWWKKESWKK
FEERVKCYKEQYDKFYLSEADSNVNGTLTLGENIADNGGLQTAYYAYNLLLKRLGSEKSLPGLPYTERQMFWISFANVWCRKQTEESIQYGMIYSVHSPS
RFRIIGSLSNMKEFSEDFNCKLNSTMNPKSKCLLWK

Neprilysin-1 (W4VS99, Trittame loki)

m.60402

MHNNKGGDEEKTDPKENDKCMENNEHDKDSEVNQKSSKLDALRGRAKQLASNKYHLIIVLLCVLLFILFLIVIILAVQLGTYACEVPNECRTADCLRAASFVL
DRSEPSEDACDDFWAYSCKNWISQNPVPANKGSYSVTDELQDKIYNRIRHLIDLIRHDVDSSSIEMKVKTFYDSCRNMHNIERRFPDDIKRAIYDIGGWSLIE
YARPLQWDRMEVLSDLHSVYGIPVFFQVVVEPDDLDPQRNIIKLIPGGLGLPNRDYYFRPHDDTYVKAYKTFMIDTVKEMGVGLSKANQFADEVFNYEKRI
AEITPSTEELRSNPNLYVVKTIKDLDIPPSVIQWTKFLQAYFKDSADPETEIGVLSENYFLDISRIISSTADSVLNNYYMWRFLHTFVPFSSSRFRLVANYFKQT
FEGVPDLNLKYKENWESCIDETVKYLGHAVGAMYVSHYFPRESQDEIQLYLSKLAGAFVSVSNNMPWLEEEHSSALSKVKSLLLLSGHPAFIKNNTLNSYY
KELRVSIDFLKNIESGVHFLHKKQEEMLKSRATTDYSWTIYSHDVMAHYKYAGNQLVVPAGLFESPLFDSKSPLSVRYGVLAAHVANKMAEAFDDKGINYD
EFGAIKNWLNNDTHLSFASRKKCLKSVISNSFIDDIQANADLTIGSFIADIGGIKIAYEAYKRHAEEDQEFARLPNVGVSNKQAFFISYAQSLCQSIRPEKLKSY
RDANVELPAELRVLSTLQQLPEFSEAFSCSRDRSMNSQEHCRMW

Neprilysin-1 (W4VS99, Trittame loki)

m.28887

MAVTVTQSQLTLTSGRDRFRNPPWWNRRSRLERILCGVAGICLLMCTAMAVALAVVGYHYQVMKTGNGVNEAGLPSKTDKLVYSLYNAIYPPKEIGICLTP
GCVKAAATILNNINEKVEPCENFYEFACGGWLQKQLIPDDRSSVSVFSLLQDDLDQLLRSMVETGIKDTDPQYIQNLKSMYESCMNTTHIEMMGNEPLLRV
VKELGGWPAVEGDKWNSTNFDWMEALFALRKVGFGHNIFLSVSIGPDIRNNTRHIVDLDQASLGMPDRNYLLKGVEDPLVSAYYQLMVDSAVLLGANKTK
AQEEMKSALLFEIAIANFSVPREERRNISRLYNKMTVDDLYKLAPDLNWDKYFNKLLMDKISRSEEVIVIVPDYVQNLEKLMLSTDKRVIANYLMWRVVGQAF
PTLHRAWGEISQHYSSILTGKVRQEARWEHCLGTLSGSLSTALASLYVRHHFQDGSKDLALEMVNYIHREFLHVLSDVDWMDSQTKERAKEKAQNMATYI
GYPNELLEEWKVSEIYDGLHLNSSSYFENIRILRKWATDYVLSKLRKPNVKGDWKKRSAAAVVNAFYNSIENSIEFPAGILQGVFFSKDRPNYLNFGAIGFVI
GHEITHGFDDRGRQFDKDGNNINWWEPETDSTFRERAQCIIDQYGNYSVDEVGLQVNGINTQGENIADNGGIKEAFRAYLQWIRDHGAEDYLPGIKYSPT
QLFWISAANVWCGKYRPEVLKLRIMTGSHSPAPYRVIGPLANTPEFAAEFGCPLGSPMNPVKKCTVW

Neprilysin-1 (W4VS99, Trittame loki)




m.43613

MFIDDEMPRYKRTDFEEEETSSMASMAVDAPMNPPSSQGVQVRYSPGRRRNIWERASPLEKILVVCVLVLVLLVIILSAVLNSYSSSGTVKVVHITAKNGSS
SGNNATEYCVTPACVTVAAAILNAMDQTVDPCTDFYQYSCGGWIRSNPLPDDKSIWGTFGKLWQENQIVMKNVLEDDSFKLTSEAERKARIYYMSCLDKN
ETVDKLGAKPIIDLLSKIGGWNISGDFNISQWNFQRTLELLHNQYNRGGLFSWGVGEDERNSSRNILQLDQGGLGLPTRDYYLNKSKDDEVLVAYLNYMTK
VGVLLGGEENATRAQMEDVIEFETKLANITIPADERRDDEELYHKKTLNELRDLAPVLDWASYFNSAFRRINREITPAQELVVYAPEFIHKMSELVTQYLSSN
EGKVVISNYLGWSLVQSLTSCLSKPFREASKILRKALVGSEGGESPWRYCVSDTNEVIGFALGAMFVREVFHGDSKPMAENMINEIRDAFKENLPLLKWM
DPETRKLAKEKADAITDMIGFPEFILDPKQLDKKYEGMDFSEDEYFNNNIEVGQFALLSNMRKLDKPTNRSEWKMTPPTVNAYYTPTKNQIVFPAGILQAPF
YDPNYPKSLNFGAMGVVMGHELTHAFDDQGREYDKYGNLHQWWKNSTIESFRERTQCIVDQYSSYEVNGESLNGKQVLGENIADNGGLKAAFHAYQD
WVKSHPIELPLPAVPLSNNQLFFIGFAQVWCSTSTPEAMHLQILNDPHSPAKFRVVGTLSNSVDFAREFKCPPKSAMNPENKCEVW

Neprilysin-1 (W4VS99, Trittame loki)

m.252247

MYDYDIALLQMERPAEYNEYVRPICLPPKELPDDSPLYKPKSSAWATGWGHDAKISRNDRVIPRTTENLKELYLPIQSKERCIESTRSNGVNISFFTDRMFC
AGDGSGGNDTCQGDSGGPLMQAQTNAEGYIYWTQVGIVSWGIQCGMPNTYGYYTYLQRFVPWVEETIENALGAVGM

Venom peptide isomerase (Q9TXD8, Agelenopsis aperta)

m.77294

MIFHVSLVTAISLLFGIKYPVFMTHGVFNISHDLALARLNAPVLMNPHVQVVCLPQLNEELQAGERCFATGWGATRGSKSENVLKQAEHPIQDETKCYNEY
QKFESETMICSGRLEPLHGLCHGDSGGPLVCKKDGKWHVYGVASFITDTNFISGLCGLANKPTVFNKISAKVEWIKSIISNNN

Venom peptide isomerase (Q9TXD8, Agelenopsis aperta)

m.183905

MSSGEIVCSGTIINKRFVMTSAACVTTSKSIPKKPNEISVVLGLSNRNGGDQSQRFGVKAIYVHPGYRTLNYDNDIALLELEKPMVYSRYIRPICLPTDSSNLY
KPQSPGLGLGWGSTSPWGNAGTLKRNSLKEIKVTIQHPDACKEYLGEKYARYFTNLVFCAAEESPALCSGDSGGPVMQSEMREDGHRIWRQVGIVSFG
MGCGPNNSMGFYTYVYKFLPWIQDIADNSN

Venom peptide isomerase (Q9TXD8, Agelenopsis aperta)

m.183910

MAAVFYVKDSVTKDDIVCSGTIINKRFVMTSAACVTTSKSIPKKPNEISVVLGLSNRNGGDQSQRFGVKAIYVHPGYRTLNYDNDIALLELEKPMVYSRYIRPI
CLPTDSSNLYKPQSPGLGLGWGSTSPWGNAGTLKRNSLKEIKVTIQHPDACKEYLGEKYARYFTNLVFCAAEESPALCSGDSGGPVMQSEMREDGHRIW
RQVGIVSFGMGCGPNNSMGFYTYVYKFLPWIQDIADNSN

Venom peptide isomerase (Q9TXD8, Agelenopsis aperta)

m.61171

MFTAICILWSLQLIQGSPLDLSLEDTRPLCPCGDYASSVNTRVVGGHAVPKHEFPYASNLLFRPFEEYSSRQASQKLSPFCGGTLITDRHILTAAHCLKDRD
PEDLAVDVGDYSLRELKDRQVVNVRNVTKFPEYRKDSFHTDIGIELEHPVRFRQGMRTALLPNEGLKLKPGTTVSVYGWGRLSYYGGHPDVLNTVDLPV
VRNEECQHEFISRIEPSMICAGGQEGKDACIGDSGSGLIVRLDNEFVLCGVVSFGRKCALPHVPGVYTRVSSYTDWILDQTRSASCRPCVYDE

Venom peptide isomerase (Q9TXD8, Agelenopsis aperta)

m.71477

MFADSKRPRFCMLHRNTTLNSYFLLSILFTLGCVAKGGRPKTVKNCGIVDVPQARIIGGIWAQHGDYPWMVSVHEYYRGFDHVCGGTIINEHWILTAAHCID
YPTKPRKYEIYVGLHRLSKKDRKVSKKHKISKVIVHEEYDKETFLNDIALLRTKEPINFRASRGYVNGICLPVTDKDPKGWAIVTGWGHTLEGGDNSDVLKEV
KVPIVPRELCNEAYDDDPDDDIEENIFDTQLCAGAPNRDSCQNDSGGPLIQRSKNGVHTLIGVVSYGSGCGDRHFPGVYTKVASYMDWMYKNMKD

Venom peptide isomerase (Q9TXD8, Agelenopsis aperta)

m.4971

MQLVFAAFLLLLTGYTSGKLSTVKDCGKATVPQARIVDGEVSKRGKYPWMVSVQQWDGDKLRPICGGAILNENWIVTAAHCFDQPVKNSDYEVYVGLFSI
TKTNEPPVRKHKVSKIIIHEDYKDTGFANDIALIKTATPIDIKGSKGYVNAICMPSGITNPAGDAIVIGWGTIYDDGPLSAELREAVVPIVPWKKCKEIYGNINSD
FEYVQVTPFVMCAGGTGKDSCQGDSGGPLFQFDKNGVATLLGTVANGGDCGNGRYPGMYMKASAYKSWMDRVTT

Putative PQM protease precursor (AUI10826.1, Geolycosa
vultuosa)

m.4960

MQLVFAAFLLLLTGYTSGKLSTVKDCGKATVPQARIVDGEVSKRGKYPWMVSVQQWDGDKLRPICGGAILNENWIVTAAHCFDQPVKNSDYEVYVGLFSI
TKTNEPPVRKHKVSKIIIHEDYKDTGFANDIALIKTATPIDIKGSKGYVNAICMPSGITNPAGDAIVIGWGKIYDGGPISAELREAVVPIVPWKKCKEIYGNINSD
FEYVQVTPFVMCAGGNGKDSCQYDSGGPLFQFDKNGVATLLGTVANGGDCGNGRYPGMYMKASAYKSWMDRVTT

Putative PQM protease precursor (AUI10826.1, Geolycosa
vultuosa)




(7) Metalloprotease

Name Sequence Similar protein (Accession No., species)
MKVINWNIFVMNLLAEDPMVTEGFFEGDIDTENSFQMLNGISDDNLRWPNAIVYYAIEENLHHIKPLIQKAMQHIESKTCIGFVERTNEADYVWIHIGKGCSA o .

m.136344 | QWGRRGGKQRLSLGHTGCHTLGVVVHELMHAIGFQHEHSRSDRDDYITIFLENVRPGQEHNFEKLEPSENRLLTQFDTSSILLYGSTTFARPNTYSMLLKD ﬁstsfr;’;;l';‘)a metalloprotease toxin (AOFKNG, Loxosceles
GSVMVEVYKKNSMTNLDAEKVNKLYQCT
MVAALVFILLSIGCSLVTSKAYLGDLPIQNPDLFGGDILGIEDAEDRNAIVDKRQIWPGGVVPYEQDPGLKATVFRLTLEGAFDQYKKSTCIKFVPRTNEKDYL |y b oo ce ) oo

m.44881 RLFPGEGCYSHVGRTGGQQPVSLGQGCGWMGTIVHELGHAIGFYHEQNRSDRDDWLIYWENVKEGMEDQFFKLKPDONQLLTPFDYDSIMLYGSYTFS | (5220 P '
KDRKKLKTMVGKNNEFLQEVISKYRLSKSDIQRINTLYNCKM
MAPFFYFTCVVLWLGSSSATEDFLGDLPMQNPDLFQGDILGVEDPEDRNAIVDKRQIWPGGIVPYVLDPGITKTVSPAILTNAMWLYKRDTCIRFVPRTNEA o .

m.35058 NYIRIFPGQGCYSHVGLTHVGAQPVSLGQGCGYMGTVIHELAHALGFYHEQNRSDRDDWLTIYWDNIKEGMADQFMKLKPDQNQLLTPFDYDSIMLYGS ﬁstsfr;’;;l';‘)a metalloprotease toxin (AOFKNG, Loxosceles
YTFSKEYGKLKTMEGKGGMFLKDVIRKYFMSKSDIQRIKALYKCPS
MFALAALSLFLVITTGLSRPEKDGPNVHPEYLDHLLDTEQYELFAKVMNIPDASLVRPKEGERSENPMFNKDLEMGDIVPAFGPLKEESRQGINFDRYPGS o .

m.220610 KWQNGELHFYIKLNDFTESQLQTIYDAIDSWNRVVRCLRLIDLRETVRKISDYVYVFGGNGCWSYLGRIGGEQGLSLQPNGCVWKGTVLHEFNHAAGFAH | Astacin-like metalioprotease toxin (AOFKNG, Loxosceles

EQNRLDRDDFIEMLWGNIPDDWKSQYEKTNPRDYGLQCSYDYYSIMHYGIKAPGTNKDAFRVKQDGIDQNKIGRSTEFTKIDIEKINKLYC

intermedia)

(8) Acetylcholinesterase

Name

Sequence

Similar protein (Accession No., species)

m.101805

MRRDTLLFCLLYLSYLLPCRSLLSRRVVTTPSGRVEGTVQSHNGVSVNAFLGIPYARPPVGDLRFKAPRTPAPWEGTLSAKEMRSGCVQFTRNPFPWRD
VPPGLSEDCLYLNVWAPSTLLNTINRRTVMFWVYGGAFLFGSSRVDFYDGHVLAVEGDVVVVTVNYRLGPFGFLYAGNEDAPGNMGLLDLVEALKWVRG
NIASFGGDPNSITLFGQSAGGIAIGMFCVSPLTRGLFKRVIMQSGSPTNLGGEDNNLDAKMSQRLAEAVGCAEDENSLADDPETVVECLRNVDAFELARTF
SALGGNGSRLVYPRFGDELLPQNPRKAIAKGDFGAVDVLIGSNSGDGALIITDSMTEVFGFFGEKDPQINRTFGTSIIKRQFQDFVAPCSVVKQYLGGVQDD
DFDGIRQQVFMATGDYERTCPATYFAESFAKKGVKAYYYFFTHRPSKSPFAPWMLASHFDETPFVFGYPLRYTRNYTIRERLLSRRMIQAWTAFAKTGTPI
GGVWPQYSRENPRYQILDVNSLGTGMGPRQNNCDFFRPFFGF

Acetylcholinesterase-1 (W4VSJO0, Trittame loki)

m.126349

MRLFLLLSIITLASCDRTVTTTNGPVKGISLSPKKVVAFLGIPYAEPPVGPLRFAKPIPKSFSEEVYLANEFPPSCVQASLGDFYFAPDPKGKMSEDCLYLNV

WVPEGGSDTKPIMLFIHGGAFMVGSSNMKVYDGANLSEHGDVIVAAINYRLGTLGFFSGFVEDAAGNMAMYDQVMAIQWIKNNAKHFGGDPDNIVLFGQ

SAGGFSTSLHLISPLSKGLFKRAILQSGTVVSPLFKSNDVLQMTSQYLASFLGCTDENNSLNKNPQSVIDCMKALPTEKIQADGILLKSGGMMFPRIGDSFL
PENSVDSYKNGDFKDTEILLGVTSNEGSLFLVFHMTDTLGSFGQKIEVQDFNETSAMQYFKRISQHNSKGMPSEIVQEYFDRVKKDPGYTYLQATSDLMG
DIITCGAVFQADYYSLRDNPVYFYVFDYRPDSTPLAEWMGVAHFDEMQYVFGNPLHQEFTEYEKEFSGDIMDMWVAFAKTGNPNIPGGVKWPRYSYQD
PKYLVLSKRDRVAVKPDNNSCEKWRKVFETEIKEDTLKKLKKPA

Acetylcholinesterase-1 (W4VSJO0, Trittame loki)

m.229987

MRLVCLLLLFGCTLAFDYEGYGCNDNPYIRDAGPLVRTSSGSLFGKYVKVFDTKVAAFLGIPYASPPVSEKRFLKPTPLERWDGVLDATVKPPPCMQYSSR
NFSWIPKSTPSEDCLYLNVWTPAKCCCTGSERLPVMVWIYGGGFYSGSTDMDVYDGSTMVSYSKAIVVSINYRVGIFGFLSSGSDEAPGNVGLLDQNLAL
KWIKKNIGYFGGDPERITIMGESAGAMSVSLHMVSPMSRNLFQAAILQSATAYQPQMVDNKAMSYIKANTFAKVIGCLQGNSSIESDPEVMECLKAKSSWE
LARAEDVFTSKLPQYFLPTYGDEFLPTSPFKAFNEGHLAPVDILIGNNRDEVTIFLNYMVPDIFRLDSEPQLNLEAAKQIIHGLFQTVPRPSATEIFDHYFQNV
SEGDSSEIVKTIAHAFGDYVFYCPVALFAEKARNAYVYWVSHRSIRDQNPEWLGVPHFYEVPFVFGVPIQDTFTYTPEDGRFSADLIKKWTTFAEHGHPLG
DRNPDDWPPYSAENPMAYELNPRQRGLLSFPRADACEFWRPYIVPKTC

Acetylcholinesterase-1 (W4VSJO0, Trittame loki)

m.130212

MKFLFIIQSCFTVVTFRLLFAPVFGEESNFGQQNSRYFAEPEFKYYTTQNFRYSYTEFDHAAHDERCGPIYESKPTHKITPLGIVRGRQVFLCDRPGIPLRQR
PGQIGKYIHSVQVFLGIPYAEPPVRRRNEENLQFKEPLEKQKFIDIDASSYKPACPQHKKYFSKGQGINTTSEDCLYLNIFSPVQEDSDSLLLNGYPVMIYIHD
GNWDHGSGALFPGHMLAASQKVVVVTFNYRLGPLGFLATGDSNSPGNYGMLDQVAAINWVYQYIKAFDGDPDKITVFGSGVGGASAALLALSRLTKRKIK
RVIAQNGSPVADWAAISDPRFMQNTTEIVGEGLGCSQQDTAHLVECVGTRLNEIKILEIKPRIGWLPWGPVVDNFTRRSLDQFLHESPEDMLEKGIDFRKD
FAFMTGVNRDQGASIFLEDVITYRDLDITSQVFDKKIRSFMKMYNYSVNAEGIFDAIKFMYKPPLDSYNETLLREAYIHLLTDRYYVAPMEKIVHLMVKNKVPT
YAYVLNYTLQGYSTILKDFISPEVDYLLLSGAPFMDPKYYPAYLNLKNAKWTEADRNMSQAMMEAWANFARDGEPTKTRLFNTIMWEKVEENYLRYLNFN
ATNTSSEMIYKYRERESRFWNFFLPFFIDREPPTLAPTLEPGVAELRLLTSALWGSVFVAVLLIVITLVCCSLYCRVRRYDSY

Acetylcholinesterase-1 (W4VSJO0, Trittame loki)

m.130210

MKFLFIIQSCFTVVTFRLLFAPVFGEESNFGQQNSRYFAEPEFKYYTTQNFRYSYTEFDHAAHDERCGPIYESKPTHKITPLGIVRGRQVFLCDRPGIPLRQR
PGQIGKYIHSVQVFLGIPYAEPPVRRRNEENLQFKEPLEKQKFIDIDASSYKPACPQHKKYFSKGQGINTTSEDCLYLNIFSPVQEDSDSLLLNGYPVMIYIHD
GNWDHGSGALFPGHMLAASQKVVVVTFNYRLGPLGFLATGDSNSPGNYGMLDQVAAINWVYQYIKAFDGDPDKITVFGSGVGGASAALLALSRLTKRKIK
RVIAQNGSPVADWAAISDPRFMQNTTEIVGEGLGCSQQDTAHLVECVGTRLNEIKILEIKPRIGWLPWGPVVDNFTRRSLDQFLHESPEDMLEKGIDFRKD
FAFMTGVNRDQGASIFLEDVITYRDLDITSQVFDKKIRSFMKMYNYSVNAEGIFDAIKFMYKPPLDSYNETLLREAYIHLLTDRYYVAPMEKIVHLMVKNKVPT
YAYVLNYTLQGYSTILKDFISPEVDYLLLSGAPFMDPKYYPAYLNLKNAKWTEADRNMSQAMMEAWANFARDGEPTKTRLFNTIMWEKVEENYLRYLNFN
ATNTSSEMIYKYRERESRFWNFFLPFFIDREPPTLAPTLEPGVAELRLLTSALWGSVFVAVLLIVITLVCCSLYCRVRSYKRPPDDLDSSREVIVNHSATQQD
TAV

Acetylcholinesterase-1 (W4VSJO0, Trittame loki)




(9) Cysteine-rich secretory protein

Name

Sequence

Similar protein (Accession No., species)

m.230427

MHIFSLFLSITILVTYAVAQTNTECPELFLRYSSTHSYCKTDNPKCNILRSFINEEEKNTIVRVHNSYRSRLAIGEEQNLPTAGDMLQMVWDDELAAVAQKHA
QQCLFEHDCANCRRVQNFGVGQNLAIEQVFNSPSVPNSNWPSAIKSWYDEIAYFSSNAIDPFIAPPPEPTYGHFSQMFWASSWRIGCGYVLYQDRNMYQ
KLYVCNYGPAGNTVSQSMYKVGSPCSACPLNSCCDKTCGAKAEYSGLCKITDNKAPKYKPVVPYIFYCDFNNQSDCQSYVTGVNKWLVYNTLSGSFLSIIL
KGGEESSMTFQNKIKPSTSAFCFVVMYRKGPNEDGKEEASTATETFSGSGFEFQQNLPTFNGDVKQQFSQFSMTLSWNMETEIKITFAVPAGKPDQFFEI
QSIYATEGLCKQ

CRISP/Allergen/PR-1 (W4VS53, Trittame loki)

m.45429

MSAPLGIPSMFLALCALLCVLVAVQSAYCPDPYKRYSKDHSYCVGVCCSCAKYRRGVSPWLKQELVRLHNNLRSKVAGGKSYGVDHLPRATNMLEMVW
DDELAEVAQRWSDKCERKSDCEDCRRVGRFGVGQIIFDFDGKMEGEDIENEFFSRFQGLQSFRKEQVERFTAGTNPKTAQMLWAKTWRIGCGFLDFNY
PGNGRRYTQIVCNYGPNGNVEGEEVYKGGSVCSACPANTCCGDSCKKYNLKANYHGLCKVIDENLPPEGNVPHKKTGNEVFYCGFNDESDCSHSVEGV
DRWIRNVTTGGTWLNTYLGNYGHTVLKFNQPIISKSGKLCLAIKTRSGPMEAGQPYRYQLSGGLEEEGKFSTSFVFPPADDNVKHKFHTDYFQPSEFPKN
RGAKLTLSFQVSGEGPKTYLEIDSIVALEKDCPKKTITEGTGFITSP

Venom allergen 5 (A9QQ26, Lycosa singoriensis)

(10) Techylectin-like protein

LVEHHNHQKFSAKGEDNDNQKDENCVEKYRGGWWYNSCHESNLHGLNLKGKHESFANGINWKSWKGYYDSLQSTEIKIRPRNFKLPHSSLNNTPM

Name Sequence Similar protein (Accession No., species)
MSFSSNISDEAQASIVVTLLNNARNLLDDAKKYATMKTKLSAAENVYYRPMDCAEVREKNPLARSGVHKIWPHSRAVNGSVEVYCDMEDDGGSWTVIQR o . o
m.72849 RGDFDSESDYFFKEWQFYKVGFGDRMKDFWLGNDVIFALTNQRLN Techylectin-like protein (P85031, Phoneutria nigriventer)
257368 MIFALTNQRLNEVKFTLTDWESNTTYATYDEFWIDDEDHKYTAHVSGYKGTAGDSFYNTNGMPFTTKDQDNDKYEKNCAVOSRGAWWYGRCHMSNLN | o oo o itria nicrivents
m- GMYLKGFHESNADGVNWYSLRGHHYSFKDTVIKIRPKGFOKNQCGTTSL echylectin-like protein ( » Phoneutria nigriventer)
79846 MLSRLLVWVNLMGVMYLGIYADDPQFISPLSRNITDQTQSSIVVTLLNNARNLLEDAKKYASIKTRCYAAENVYGRPMDCAEVKEKNPLANSGVHKIWLHS | [ o e viverts
m- RAVNDAVEVYCDMEDDGGSWTVIQRRGDFDSGKDYFYKDWQFYKKGFGDRMKDFWLGNDVIFALTNQRLN echylectin-like protein ( » Phoneutria nigriventer)
MLSRLLVWVNLMGVMYLGIYADDPQFISPLSRNITDQTQSSIVVTLLNNARNLLEDAKKYASIKTRCYAAENVYGRPMDCAEVKEKNPLANSGVHKIWLHS
m.72851 RAVNDAVEVYCDMEDDGGSWTVIQRRGDFDSGKDYFYKDWQFYKKGFGDRMKDFWLGDSFSAVNGLPFTTKDQDNDKYEKNCAVQYTGAWWYGSC | Techylectin-like protein (P85031, Phoneutria nigriventer)
HLSNLNGKYLKRVHKSHADSVNWHGFRGHNYSLKDTVIKIRPKDFQKNLSGITPL
MINHWVPVMGILLFCTDCGAADSTCGEKVSLYYHDAAADLIAKAKYHFPSRLHCENLSRNAVDCSEWLEKGYKKNGVYTVWPQSRVVDGKPLEVYCDIET
m.265263 DGGGWTLIQRRGSFGRAVDYFYKDWKSYKEGFGDTEKEFWLGNDNIFALTNQGLYSARFDMKDIDNETRYAHYDKFWIDDEYNKYTLHIADYRGDAGDS | Techylectin-like protein (P85031, Phoneutria nigriventer)




