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Figure S1. Small RNA length distribution. Abscissa: fragment length. Ordinate: proportion of sRNA corresponding length. Abscissa: segment length. Ordinate: proportion of sRNA of corresponding length
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Figure S2. Annotation of small RNAs derived from Solexa sequencing of silver carp small RNAs libraries.
The comparison between all sRNA and various types of RNA was summarized: the left figure shows the species number of reads (uniq) compared to all kinds of non-coding sRNA; the right figure represents the total number of reads (total) compared to various types of non-coding sRNA
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[bookmark: _Hlk26285214]Figure S3. The number of differentially expressed known miRNAs. Abscissa: the number of known differently expressed miRNAs. Ordinate: comparison of concentration groups.
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