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Figure S4. Phylogenetic dendrogram of cpe constructed by maximum likelihood method using MEGA7.
Tree was statistically supported by bootstrapping with 1000 replicates, and genetic distances were
calculated by Kimura two-parameter model. Variation scale is provided at bottom. Percentage
bootstrap support is indicated by values at each node (values <80 are omitted). Lineages are shown on
the right.
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