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Figure S1. MALDI-TOF/MS profile of Tb II-I, Tb II–II and Tb II-III fractions. (A) It was possible to 

observe an intense peak around 6800 – 6900 m/z in all three fractions. Besides, the ion 3437 in fraction 

Tb II–II and Tb II–III is the double charged ion [M + 2H] 2+ of 6870 m/z. (B) After to limit the mass 

range between 6750 – 6950 m/z, it was possible to observe the presence of 2 – 3 peaks in Tb II–II and 

Tb II–III, respectively, with middle to higher intensity. Instead of it, only Tb II–I shows one intensity 

peak at this mass range. 
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Figure S2. Tryptic peptides identified for Tbah02791 (Toxin Tb4) protein. (A) Annotated spectrum 

with alignment of the ion 575.77 2+ and its (B) ion table and error map. (C) Annotated spectrum with 

alignment of the ion 652.89 3+ and its (D) ion table and error map. (E) Annotated spectrum with 

alignment of the ion 1129.48 3+ and its (F) ion table and error map. 
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Figure S3. Tryptic peptides identified for Tbah02765 (Toxin Tb2 II) protein. (A) Annotated spectrum 

with alignment of the ion 667.62 3+ and its (B) ion table and error map. (C) Annotated spectrum with 

alignment of the ion 1205.935 2+ and its (D) ion table and error map. (E) Annotated spectrum with 

alignment of the ion 996.509 1+ and its (F) ion table and error map. 
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Figure S4. Chymotryptic peptides identified for Tbah02791 (Toxin Tb4) and Tbah02765 (Toxin Tb2 II) 

proteins. (A) Annotated spectrum with alignment of the ion 586.244 2+ and its (B) ion table and error 

map identified for Tbah02791. (C) Annotated spectrum with alignment of the ion 1086.938 2+ and its 

(D) ion table and error map identified for Tbah02765. (E) Annotated spectrum with alignment of the 

ion 927.30 1+ and its (F) ion table and error map identified in both proteins. 
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Figure S5. Chemical cleavage peptide identified for Tbah02791 (Toxin Tb4) protein. (A) Annotated 

spectrum with alignment of the ion 734.303 2+ and its (B) ion table and error map identified. 
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Table S1. List of peptides identified for Tbah02791 (Toxin Tb4) and Tbah02765 (Toxin Tb2 II) proteins. 

Protein           

Accession 
Cleavage Peptide -10lgP Mass Length ppm m/z z 

Tbah02791    

(Toxin 

Tb4)           

Trypsin 

K.LTC(+57.02)*FFTGAGYC(+57.02)*DK.E 69.51 1538.65 13 -0.7 770.3334 2 

K.LTC(+57.02)*FFTGAGYC(+57.02)*DKEC(+57.02)*K.L 55.62 1955.82 16 -75.8 652.8984 3 

K.KGSSGYC(+57.02)*AWPAC(+57.02)*YC(+57.02)*YGLPDSVPVYDNASNK.C 42.75 3385.44 30 -6.6 1129.4824 3 

G.GKEGYPTDKR.G 37.63 1149.57 10 -37.7 575.7745 2 

K.EGYPTDKR.G 24.92 964.46 8 -36 483.2206 2 

G.GKEGYPTDK.R 22.39 993.47 9 -70.5 497.7106 2 

Chymotrypsin 
Y.C(+57.02)*AWPAC(+57.02)*Y.C 22.48 926.34 7 -42.8 927.3091 1 

Y.C(+57.02)*YGLPDSVPVYDNASNKC(+57.02)*N.K 16.96 2171.92 19 -29.1 1086.9384 2 

Formic acid T.SVPVYDNASNKC(+57.02)*N.A 20.32 1466.64 13 -36.1 734.3038 2 

Tbah02765            

(Toxin 

Tb2 II) 

Trypsin 

K.VWDYATNK.C 33.92 995.47 8 30.6 996.509 1 

K.FSC(+57.02)*FIRPSGFC(+57.02)*DGYC(+57.02)*K.T 29.13 1999.83 16 2.2 667.6214 3 

K.ASSGYC(+57.02)*AWPAC(+57.02)*YC(+57.02)*YGVPSNIK.V 21.78 2410.01 21 -66.8 1205.9358 2 

Chymotrypsin 
F.IRPSGFC(+57.02)*DGY.C 23.3 1170.51 10 -33 586.2444 2 

Y.C(+57.02)*AWPAC(+57.02)*Y.C 22.48 926.34 7 -42.8 927.3091 1 

* +57.02: Carbamidomethylation. 


