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Figure S1. Sequence alignment of various PLD amino acid sequences. PLD amino acid sequences
from  Arcanobacterium  haemolyticum  (WT_041640381.1), Corynebacterium  pseudotuberculosis
(WP_013240889.1), Corynebacterium ulcerans (WP_014525098.1) and Dermatophilus congolensis
(WP_028327396.1) were aligned using Clustal Omega analysis. Amino acids highlighted in yellow
were selected as candidates for mutagenesis to alanine.



