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Supplementary Figure S1. Mean number of caecum weight in grams for each cohort in CRC-in-
duced animals (rats 1 to 8 in each cohort). The median value of each cohort is represented as a hor-
izontal line within the corresponding box plots.
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Supplementary Figure S2. Mean numbers of colon length in centimeters for each cohort in CRC-
induced animals (rats 1 to 8 in each cohort). The median value of each cohort is represented as a
horizontal line within the corresponding box plots.
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Supplementary Figure S3. Boxplots indicating Alpha diversity measures of CRC-induced animals
using the Chaol (A), Simpson (B) and Shannon (C) indices. The median value of each cohort is rep-
resented as a horizontal line within the corresponding box plots.
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Supplementary Figure S4. Heatmap with cluster samples by genus abundance. A dendogram is
used to show how samples are grouped based on genus abundance. Row labels add phylum infor-
mation. Colors represent standardized abundances (red means high abundance of the given genus,
while blue means low abundance).



