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Table S1 Plasma oxidaƟve stress and anƟoxidant biomarkers. All values are presented as mean ± SE. Significantly different 
values within the same row are represented by different leƩers (ab; p < 0.05). 

Plasma biomarkers 
Bread only 

(n = 6) 
Bread + Gold KF (n 

= 6) 
Bread + Green KF 

(n = 6)^ F p 

Oxidative stress markers      

MDA (uM) 32.6 ± 1.1 35.0 ± 2.5 25.6 ± 5.8 1.76 0.21 

Protein carbonyl (uM) 21.5 ± 3.1 13.9 ± 2.7 17.0 ± 3.7 1.44 0.27 

Antioxidant markers    
  

FRAP (uM/mg protein) 14.0 ± 3.1a 20.8 ± 3.3ab 25.9 ± 1.4b^ 4.27 0.04 

ORAC (uM/mg protein) 21.5 ± 1.0 18.3 ± 1.5 19.8 ± 1.2 1.52 0.25 

OPA (%ΔFI5min) 4.4 ± 0.1a 3.5 ± 0.1b 3.6 ± 0.0b^ 33.21 <0.01 
MDA: Malondialdehyde, FRAP: Ferric reducing anƟoxidant potenƟal, ORAC: Oxygen Radical Absorbance 
Capacity, OPA: OxidaƟve potenƟal assay. ^An outlier weas detected with studenƟsed residuals ≥ ±3, leaving 
these groups with an n = 5. 

 

 

Figure S2 RepresentaƟve western blot analysis of catalase and GAPDH expression in brain stem (A), corpus striatum (B), 
hippocampus (C) and prefrontal cortex (D) in a growing pig model in response to the bread, bread with gold kiwifruit (KF) 
and bread with green KF treatments. 

 



Figure S2 RepresentaƟve western blot analysis of SOD1 and GAPDH expression in brain stem (A), corpus striatum (B), 
hippocampus (C) and prefrontal cortex (D) in a growing pig model in response to the bread, bread with gold kiwifruit (KF) 
and bread with green KF treatments. 

 
Figure S3 RepresentaƟve western blot analysis of SOD2 and GAPDH expression in brain stem (A), corpus striatum (B), 
hippocampus (C) and prefrontal cortex (D) in a growing pig model in response to the bread, bread with gold kiwifruit (KF) 
and bread with green KF treatments. 

 

 

 


