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Figure S1. Expression levels of miR-21a-3p and miR-223-3p in the mouse kidney
upon HFD feeding. miRNAs levels were determined by real-time qPCR and ex-
pressed as fold change over STD (value = 1.0) after normalizing for both miR-30a-3p
and miR-30b-5p, as endogenous controls. Data are presented as mean + SEM (n=6-
9 mice/group).



P
w

200 8
190 y=61.06x+169 2 ) . y=-5 074x+6 556
- R2=0 46, F=12 98, p<0.003 o7 RZ=0 50, F=14.99, p<0.003
% 180 Pearson r=—0,6811 B Pearson r=-0,707
2170] o, ¥ g .
= 160 e}
< s
o 190 =
..a. ¥
& 10 8,
Q [e]
8 130 8 ,
O 120 2
£ =
5 1o = 2
G 100 e
2] o 1
90 '4
*
80 a2 0
03 06 09 12 0.3 06 0.9 1.2
C miR-5099 miR-5099
200 8
y=-4.355x+129 8 ) N y=-0 9205x+3 711
T 175 RZ=0007, F=9.111, p=0.743 i 7 - R?=0,05125, F=0.8103, p=0.3823
o . . ® poarson 1=0.086 B Pearson r=-0.2264
D 150 ot ¥ g .
1S -+
= L1 2 C_)
© 125 2 = 5
[ L] T
£ s .
i“; 100 L » » £ 4 " 4 .
5 . o 3
5 1 3
© )
£ = .
5 50 = 2
L1
@ 25 T 1 .
1 »
0 0 - L ] - »
0.0 05 10 15 2.0 25 3.0 0.0 05 10 15 2.0 25 3.0
miR-551b-3p miR-551b-3p
200 8
y=2837x+01 63 ) y=1511x+1.130
- R?=0.352, F=7 595, p=0.0155 P 7 . R2=0.143, F=2.327, p=0.149
] Pearson r=0.5930 B Pearson r=0 3776
= 175
<)) ¥ [
£ T 6
5 S
= 150 =
QL =
¥
3 2
e c
2 125 8 5
O o
£ g,
2 100 T
o c
2] o 1
* e . * N
75 0 e
0.0 05 10 15 20 25 3.0 00 05 10 15 20 25 3.0
miR-146a-3p miR-146a-3p

Figure S2. Correlation analysis between miR-5099, miR-551b-3p, miR-146a-3p
expressions and serum cholesterol levels and/or renal lipid content. miRNAs
levels were determined by real-time qPCR and expressed as fold change over STD
(value = 1.0) after normalizing for endogenous controls. Serum cholesterol and renal
lipid content were assessed by standard methods explained in the Material and
Methods sections. A linear correlation analysis was performed between the miR-5099
and serum cholesterol (A); miR-5099 and renal lipid content (B); miR-551b-3p and
serum cholesterol (C); miR-551b-3p and renal lipid content (D); miR-146-3p and
serum cholesterol (E); miR-146-3p and renal lipid content (F); The Spearman
correlation coefficient (R) and p value are shown.



