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(*for p<0.05;pcor)

Spirochaetes
Lentisphaerae
Fusobacteria
Ascomycota
Synergistetes
Euryarchaeota
Verrucomicrobia*
Proteobacteria
Actinobacteria
Bacteroidetes
Firmicutes
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Top 20 abundant genera

Others
Escherichia
Lachnospira
Collinsella*
Akkermansia*
Streptococcus
Megamonas
Parabacteroides
Coprococcus*
Fusicatenibacter
Prevotella
Anaerostipes
Alistipes
Blautia
Lachnospiraceae_unclassified
Ruminococcus
Eubacterium
Roseburia
Bifidobacterium
Faecalibacterium
Bacteroides*

(*for p<0.05;pcor)
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Top 20 abundant species

Others
Prevotella_copri
Blautia_wexlerae
Eubacterium_eligens
Bacteroides_fragilis
Roseburia_intestinalis
Fusicatenibacter_saccharivorans
Roseburia_inulinivorans
Alistipes_putredinis
Bifidobacterium_longum
Bacteroides_plebeius
Anaerostipes_hadrus
Bacteroides_dorei
Eubacterium_sp_CAG_180
Roseburia_faecis
Bifidobacterium_pseudocatenulatum
Ruminococcus_bromii
Eubacterium_rectale
Bacteroides_uniformis
Bacteroides_vulgatus
Faecalibacterium_prausnitzii

(*for p<0.05;pcor)
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PERMANOVA (Group)

Bed late

R2=0.012;P=0.35

Bed early Bed late Bed early Bed late Bed early

Group
Bed late

Bed early
−0.25 0.00 0.25 0.50

−0.2

0.0

0.2

0.50
−0.4

Mea
n a

bu
nd

an
ce

    
    

    
 (b

ed
 la

te)

Mea
n a

bu
nd

an
ce

    
    

   (
be

d e
arl

y)

Mea
n a

bu
nd

an
ce

    
    

    
 (b

ed
 la

te)

Mea
n a

bu
nd

an
ce

    
    

   (
be

d e
arl

y)

Species(Shannon index)


