
guanosine ribonucleotides de novo biosynthesis
NAD salvage pathway III (to nicotinamide riboside)

5−aminoimidazole ribonucleotide biosynthesis I
5−aminoimidazole ribonucleotide biosynthesis II

acetylene degradation (anaerobic)
adenine and adenosine salvage III

adenosine deoxyribonucleotides de novo biosynthesis II
adenosine ribonucleotides de novo biosynthesis

assimilatory sulfate reduction I
CDP−diacylglycerol biosynthesis I
CDP−diacylglycerol biosynthesis II

chorismate biosynthesis I
dTDP−&beta;−L−rhamnose biosynthesis

guanosine deoxyribonucleotides de novo biosynthesis II
heme b biosynthesis I (aerobic)

L−arginine biosynthesis I (via L−ornithine)
L−arginine biosynthesis II (acetyl cycle)

L−arginine biosynthesis IV (archaebacteria)
L−lysine biosynthesis II

L−methionine biosynthesis I
L−ornithine biosynthesis I
L−ornithine biosynthesis II
L−tryptophan biosynthesis

phosphopantothenate biosynthesis I
preQ0 biosynthesis

purine ribonucleosides degradation
S−adenosyl−L−methionine salvage I

superpathway of (Kdo)2−lipid A biosynthesis
superpathway of 5−aminoimidazole ribonucleotide biosynthesis
superpathway of adenosine nucleotides de novo biosynthesis I

superpathway of adenosine nucleotides de novo biosynthesis II
superpathway of aromatic amino acid biosynthesis

superpathway of guanosine nucleotides de novo biosynthesis I
superpathway of heme b biosynthesis from uroporphyrinogen−III
superpathway of L−homoserine and L−methionine biosynthesis

superpathway of L−isoleucine biosynthesis I
superpathway of L−methionine biosynthesis (transsulfuration)

superpathway of L−threonine metabolism
superpathway of polyamine biosynthesis I
superpathway of putrescine biosynthesis

superpathway of pyrimidine nucleobases salvage
UMP biosynthesis I
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