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Figure S1. Results of PCR for ITS sequences. (A) Primordium formation stage. (B) Mulberry period.

(C) Coral period. (D) Growing period. (E) The mature period. (F) Indoor growing environment.

Figure S2. Results of PCR for ITS sequences

M: DNA maker, CK: negative control. 1-3 was three parallel experiments of the sample.
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Sequence ID: Query_33249 Length: 694 Number of Matches: 1

Range 1: 1 to 659 Graphics

Score Expect Identities Gaps Strand
1197 bits(648) 0.0 656/653(99%) 3/659(0%) Plus/Minus

Query 11  AGT-CTA-CTGATTTGAGCTCAA-TTCTCALATTGTCCTTCCCCACGATTACAGAGCTGG a7

Shict 659 AGTCCTACCTGATTTGAGGTCAAATTGTCAAATTGTCCTTGCCGACGATTAGAGAGCTGE 600

Guery 68  ACTCTATTCATGUGTGCTATTCATCAGTGATAATTATCACATCATGCGCAGAGGCAATGA 127

Shict 599 ACTCTATTCATGOGTGCTATTGATCAGTGATAATTATCACATCATCCGCAGAGGCAATGE 540

Guery 128 CAACTCCTGUTAATGCATTTAAGACGACCOCACTTGTTACAGCCAGUARACCCCCAACALT 137

Sbhict G539 GAAGTCCTGCTAATGUATTTAAGACGAGCCCACTTGTTACAGCCAGCARCCCCCAACAAT 480

Query 188 CCAAACATCACAAATARATGTCAGTTTCAGAATTTAATGACACTCARACAGCUATGCCCC 247

CCPFELEEEEEEEEY T TP
Sbict 479 CCAAACATCACAAATAAATGTGAGTTTCACAATTTAATGACACTCAAACACGCATGCCCC 420

Query 248 TCGGAATACCAAGGGLOGCAACGTCCGTTCAARGATTCGATGATTCACTCGAATTCTGCAR 307

Shjct 419 TCGGAATACCAAGGGCUGCAACGTCUGTTCAAAGATTCCATCATTCACTGAATTCTGCAL 360

Cuery 308 TTCACATTACTTATCGCATTTCGCTGOCTTCTTCATCGATGUCACAGCCAACACATCCGT 347

CCLFCLECEEEETET T LR LT
Shjct 359 TTCACATTACTTATCGCATTTCGCTGCGTTCTTCATCGATGCCAGAGCCAAGAGATCCGT 200

Cuery 368 ToTTGARAGTTCTATTATCGTTTATAGCCACAAGGCCCATTAAATCACATTCGTAGACAT 427

CCLCCPEEEEEE T T TP LT
Shict 299 TGTTGAAAGTTGTATTATGGTTTATAGGUACAAGGCCCATTAAATGACATTCGTAGACAT 240

Query 428 ACATTTGGGGTCTGTTAACTARATACGACTGCGTTGTCACACCCGAGACGTTTAAATCCCAG 487

Shjct 239 ACATTTGGGGTGTGTTAACTAAATAGACTGCGTTGTCACACCGAGACGTTTALATCCCAG 180

Query 488 CAAACCAAGTCTCACGACTTGAAGCACCACTTCACACGATCTATCAAAAGTTCACAGGTGS 547

Shict 179 CAAACCAAGTCTGACGACTTGAAGCACGACTTCACAGATCTATCALAAGTTCACAGGTGG 120
Query 548 TTGAAAGACTAGTGAAGCGTCCACATGCCOCTACAGGCCAGCAACAACTCCATAGTGALT 60T
Sojct 119 TTOMAMATACTASCHTOACKTOCCTAASOCASACAALTCRATAGTSANT o0
Query 608 TCATTAATGATCCTTCCGCAGGTTCACCTACGGAMACCTTGTTACCGACTTTTACTTCCA 664

Shjet 59  TCATTAATGATCCTTCUGCAGCTTCACCTACGGAAACCTTGTTACGACTTTTACTTCCA 1

Figure S3. Results of ITS sequence alignment (Compared with Pleurotus sajor-caju GenBank:

AY540328.1 on NCBI, the similarity was over 99%, and it was identified as Pleurotus sajor-caju.)





