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Abstract: Kidney transplant recipients (KTR) are at increased risk of mortality, particularly from
infectious diseases, due to lifelong immunosuppression. Although very long chain saturated fatty
acids (VLSFA) have been identified as crucial for phagocytosis and clearance of infections, their
association with mortality in immunocompromised patient groups has not been studied. In this
prospective cohort study we included 680 outpatient KTR with a functional graft ≥1 year and 193
healthy controls. Plasma VLSFA (arachidonic acid (C20:0), behenic acid (C22:0) and lignoceric acid
(C24:0)) were measured by gas chromatography coupled with a flame ionization detector. Cox
regression analyses was used to prospectively study the associations of VLSFA with all-cause and
cause-specific mortality. All studied VLSFA were significantly lower in KTR compared to healthy
controls (all p < 0.001). During a median (interquartile range) follow-up of 5.6 (5.2–6.3) years, 146
(21%) KTR died, of which 41 (28%) died due to infectious diseases. In KTR, C22:0 was inversely
associated with risk of all-cause mortality, with a HR (95% CI) per 1-SD-increment of 0.79 (0.64–0.99),
independent of adjustment for potential confounders. All studied VLSFA were particularly strongly
associated with mortality from infectious causes, with respective HRs for C20:0, C22:0 and C24:0 of
0.53 (0.35–0.82), 0.48 (0.30–0.75), and 0.51 (0.33–0.80), independent of potential confounders. VLSFA
are inversely associated with infectious disease mortality in KTR after adjustment, including HDL-
cholesterol. Further studies are needed to assess the effect of VLSFA-containing foods on the risk of
infectious diseases in immunocompromised patient groups.

Keywords: arachidic acid; behenic acid; epidemiology; gas chromatography; infection; kidney
transplantation; lignoceric acid; sphingolipids; very long chain saturated fatty acids

1. Introduction

Kidney transplantation can be regarded as the “gold standard” therapy for patients
with end-stage kidney disease. Compared to chronic dialyses, kidney transplantation
offers several benefits, such as superior survival, cost-effectiveness and improved quality of
life [1–3]. However, the survival of kidney transplant recipients (KTR) is still significantly
lower compared to age-matched controls in the general population, with infections being
one of the major causes of this excessive mortality [4]. The lifelong immunosuppression
KTR receive to prevent rejection is an important contributor to the increased susceptibility
to fatal infections. Even after a significant time period post transplantation, solid organ
transplant recipients are at persistent risk of adverse long-term outcomes and increased
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frequency of infections caused by community acquired pathogens [5,6]. It is established
that this increased susceptibility is partly due to inhibition of the adaptive immune system
by immunosuppressive medication [7,8]. However, it has also been shown that immuno-
suppression in KTR decreases the innate immune function, especially the phagocytotic
capacity of the innate immune system, which could otherwise compensate the inhibition
of adaptive immunity [9,10]. Therefore, identifying modifiable factors, such as diet and
lifestyle, which can strengthen the immune system and potentially improve patient survival
after kidney transplantation is of particular importance.

Recently, it has been shown that very long chain saturated fatty acids (VLSFA), which
are predominantly incorporated into the sphingolipids ceramide and sphingomyelin, are
essential for maturation of macrophages and invariant natural killer T cells, for efficient
phagocytosis by macrophages and for neutrophil migration [11–13]. This suggests that
VLSFA may play an important role in clearance of pathogens by the innate immune system.

Importantly, several studies have found strong inverse associations of plasma VLSFA
behenic acid (C22:0) and lignoceric acid (C24:0) with body mass index (BMI), plasma
triglycerides, fasting glucose, glycated hemoglobin (HbA1C) levels, and prevalence of
diabetes [14–16]. Interestingly, high BMI, high plasma triglycerides, high fasting glucose,
high HbA1C and diabetes are also associated with increased hepatic de novo lipogenesis
(DNL), making it possible that these observed associations are a consequence of dilution
of VLSFA by higher synthesis of fatty acids involved in hepatic DNL [17]. VLSFA are
synthesized endogenously by elongation of stearic acid [18]. However, VLSFA are also
present in certain foods-including peanuts, macadamia nuts, cashew nuts, canola oil and
in trace amounts in other nuts and oils [19]-and it has been shown that circulating levels
of VLSFA can be increased through short-term feeding trials of peanuts and macadamia
nuts [20,21].

We hypothesized that (1) because of the high prevalence of metabolic syndrome
in KTR [22,23], circulating VLSFA would be relatively low in KTR compared to healthy
controls; (2) circulating VLSFA in KTR would be related to peanut intake; and (3) circulating
VLSFA would be prospectively associated with risk of all-cause mortality and risk of
mortality from infectious causes in outpatient KTR. Therefore, in this study we measured
plasma VLSFA levels in a prospective cohort of stable KTR and healthy controls. We aimed
to evaluate whether circulating VLSFA differ in KTR compared to healthy controls and
if VLSFA are associated with peanut intake and all-cause mortality in KTR with specific
regard to infectious disease mortality.

2. Materials and Methods
2.1. Study Design and Subjects

For this study we used data from the Transplant Lines Food and Nutrition Biobank
and Cohort Study (NCT02811835), an observational single center cohort study of adult
stable KTR with a functioning graft ≥1 year who were recruited at the outpatient clinic
of the University Medical Center of Groningen (the Netherlands) between 2008 and 2011.
For the participant flowchart, see Supplemental Figure S1. Patients with overt congestive
heart failure or who were diagnosed with cancer, other than skin cancer, were considered
ineligible to participate. Of the 817 initially invited, KTR, 707 (87%) provided informed
consent to participate. For the present study we excluded subjects with missing EDTA
plasma samples or data, resulting in 680 KTR eligible for analyses. We also included
193 healthy kidney donors as a control group reflecting the general population, none of
which had to be excluded because of missing EDTA plasma samples or data. The study
was conducted according to the guidelines settled in the Declaration of Helsinki and the
Declaration of Istanbul on Organ Trafficking and Transplant Tourism. The Institutional
Review Board of the UMCG approved the study protocol (METc 2008/186).

KTR were all transplanted at the University Medical Center Groningen and had no
history of drug or alcohol addiction according to their patient files. KTR were on stan-
dard antihypertensive and immunosuppressive therapy. Immunosuppressive therapy
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consisted of the following: azathioprine (100 mg/day) and prednisolone (starting with
20 mg/day and tapering to 10 mg/day) from 1968 to 1989; cyclosporine (target trough
levels 175–200 mg/L in the first 3 months, 100 mg/L thereafter) and prednisolone (starting
with 20 mg/day and tapering to 10 mg/day) from 1989 to 1996. In 1997 mycophenolate
mofetil (2 g/day) was added to the standard immunosuppressive regimen, and for KTR
with no complications, cyclosporine was slowly withdrawn from one year after transplan-
tation onward. In 2012, cyclosporine was replaced by tacrolimus, and KTR continued
triple-immunosuppressive therapy with prednisolone (20 mg/day, tapering to 5 mg/day),
tacrolimus (target trough levels 8–12 mg/L in the first three months, 6–10 mg/L until
month six, and 4–6 mg/L from six months onward), and mycophenolate mofetil (starting
with 2 g/day, tapering to 1 g/day) [24]. Except for discouraging excess sodium intake and
encouraging losing weight in overweight individuals, no specific dietary counselling was
included as a routine regimen. Relevant characteristics including recipient age, gender, and
transplant information were extracted from patient records. Self-report questionnaires were
used to obtain information on smoking behaviour and alcohol intake. Physical activity was
assessed by using the Short Questionnaire to Assess Health-enhancing Physical Activity
(SQUASH) score (time × intensity).

2.2. Assessment of Dietary Intake

Information on dietary intake was assessed using a semi-quantitative food-frequency
questionnaire that inquired about intake of 177 food items during the last month, including
separate questions for the consumption of ‘peanuts’, for the consumption of ‘peanut butter’
and for the consumption of ‘other nuts, mixed nuts’ (tree nuts) [25]. The latter category
includes almonds, Brazil nuts, cashews, hazelnuts, macadamia nuts, pecans, pistachios,
and walnuts. Dietary data were converted into energy and nutrient intake by research
dieticians and nutritionists using the Dutch Food Composition Table [26].

2.3. Clinical Parameters

All measurements were performed once at baseline during a morning visit to the
outpatient clinic. BMI was calculated as weight (kilograms) divided by height (meters
squared). Blood pressure and heart rate were measured by using a semiautomatic device
(Dinamap 1846; Critikon, Tampa, FL, USA).

Blood was drawn after a fasting period of 8–12 h, which included no medication
intake. Diabetes was defined as use of antidiabetic medication, fasting plasma glucose
≥7.0 mmol/L [27] or HbA1C higher than 6.5, as proposed by Shabir et al. [28]. Metabolic
syndrome was defined according to the definition from the National Cholesterol Education
Program Adult Treatment Panel III (NCEP-ATP-III) [29]. According to those criteria, an
individual has metabolic syndrome if he or she suffers from three or more of the following
criteria: (1) a waist circumference > 102 cm in men and > 88 cm in women; (2) serum triglyc-
erides ≥ 1.70 mmol/L or use of lipid-lowering medication; (3) serum HDL-cholesterol
< 1.03 mmol/L in men and < 1.29 mmol/L in women; (4) blood pressure ≥ 130/85 mmHg
or use of antihypertensive medication; and (5) fasting plasma glucose ≥ 5.6 mmol/L
or use of antidiabetic medication (including insulin). To estimate hepatic steatosis, the
algorithm of the Fatty Liver Index (FLI) was used. The FLI was calculated as follows:
FLI = (e 0.953*loge (triglycerides) + 0.139*BMI + 0.718*loge (ggt) + 0.053*waist circumference − 15.745)/(1 + e
0.953*loge (triglycerides) + 0.139*BMI + 0.718*loge (ggt) + 0.053*waist circumference − 15.745) * 100 [30]. Serum
creatinine was measured by using an enzymatic isotope dilution assay, traceable on mass
spectrometry, on a Roche P-Modulator automated analyzer (Roche Diagnostics, Basel,
Switzerland), and kidney function was assessed by using the Chronic Kidney Disease
Epidemiology Collaboration (CKD-EPI) formula for creatinine in order to calculate the esti-
mated glomerular filtration rate (eGFR) [31]. HDL-cholesterol was derived from lipoprotein
measures assessed on a Vantera Clinical NMR Analyzer platform [32]. Other serum and
urine variables were assessed using standard laboratory methods. To assure adequate 24-h
urine samples, all subjects were instructed to discard the morning urine specimen, collect
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all subsequent urine through the next 24 h and include the next morning’s urine specimen.
Total urinary protein concentration was determined using the Biuret reaction (MEGA AU
150, Merck Diagnostica, Darmstadt, Germany). Proteinuria was defined as urinary protein
excretion ≥ 0.5 g/24 h.

2.4. Assessment of Plasma VLSFA

EDTA-plasma samples were stored frozen at −80 ◦C until use for assessment of fatty
acid profiles. Analyses of fatty acids were performed in the Department of Laboratory
Medicine of the University Medical Center Groningen using the methodology as described
by Ichihara and Fukubayashi [33]. In short, total lipids were extracted by the method of
Folch et al., using 2 mL of chloroform-methanol (2:1) and a 100 µL EDTA-plasma sam-
ple [34]. Fatty acids were transmethylated with methanolic-HCL into fatty acid methyl
esters (FAME) by incubation of the solution at 45 ◦C for 4 h. The samples were extracted
with hexane and eventually re-dissolved into 100 µL hexane. An internal standard for the
quantification of fatty acids (100 µL of a solution of 50.0 mg free fatty acid 19:0/100 mL
methanol), obtained from Larodan (Solna, Sweden), was added after isolation of FAME.
100 µL butylated hydroxytoluene (1 g/100 mL methanol) from Sigma-Aldrich (Zwijn-
drecht, The Netherlands) were added to prevent fatty acid oxidation. Aliquots of 2 µL were
injected into an Agilent model 6890 gas chromatography and detected with an Agilent
7683 series 116 flame ionization detector. FAME were identified by comparing retention
times with those of known standards (Supelco 37 component FAME mix (Sigma-Aldrich)).
Three VLSFA were measured using this method: arachidic acid (C20:0), C22:0, and C24:0.
Concentrations of circulating fatty acids were expressed as mol% of total circulating
fatty acids.

2.5. Study Endpoints

The primary endpoint of this study was all-cause mortality. The secondary endpoint
was cause-specific mortality. Therefore, we investigated infectious disease mortality, cancer
mortality and cardiovascular disease (CVD) mortality. Information on the cause of death
was derived from the patients’ medical records and was assessed by a nephrologist. Infec-
tious disease mortality was identified according to the Ninth Revision of the International
Classification of Diseases (ICD-9) codes 1–139 [35], which includes mortality due to viral
infections, bacterial infections, parasitic infections and fungal infections. Cancer mortality
was defined according ICD-9 codes 140–239. CVD mortality was defined as death due
to cerebrovascular disease, ischemic heart disease, heart failure, or sudden cardiac death
according to ICD-9 codes 410–447. The continuous surveillance system of the outpatient
program ensured up-to-date information on patient status. Endpoints were recorded until
September 2015 by a qualified physician. Because endpoints were recorded until September
2015, mortality due to viral infections does not include death due to Coronavirus Disease
2019 (COVID-19) infections. No participants were lost to follow-up.

2.6. Statistical Analyses

Normally distributed data are presented as means ± SD, whereas skewed data are
presented as median (IQR) and percentages are used to summarize categorical data. p-
values for differences between KTR and living kidney controls before donation were tested
by t-test and the Mann–Whitney test for normally and skewed distributed continuous
variables, respectively. Fisher’s exact test was used to test for differences in binary variables.

Linear regression analyses were performed to evaluate the association of circulating
fatty acids with baseline characteristics. Natural log transformation was used for analyses
of variables with a skewed distribution. To prospectively analyze the association between
VLSFA levels and study endpoints, we performed Cox proportional hazards regression
analyses in which we analyzed the association of VLSFA levels with study endpoints. For
illustration purposes and to enable more objective comparisons, plasma VLSFA concen-
trations were standardized to z-scores and analyzed as such. In the longitudinal analyses,
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plasma VLSFA were entered as a continuous variable. Cox regression models were built in
a stepwise fashion to avoid overfitting and to keep the number of predictors in proportion
to the number of events [36]. Proportionality of hazards for covariates was investigated by
inspecting the Schoenfeld residuals.

We performed multivariable Cox regression analyses in which we cumulatively ad-
justed for common potential confounders, including age, sex (model 1); primary kidney
disease, time between transplantation and study baseline, eGFR and urinary protein ex-
cretion (model 2); albumin concentration and procalcitonin concentration (model 3); and
smoking status and alcohol intake (model 4). Further models were constructed additive
to model 4. We performed additional adjustment for triglyceride levels (model 5); use of
cyclosporine (model 6); and systolic blood pressure, HDL-cholesterol, BMI and diabetes
status (model 7). Hazard ratios (HR) of Cox regression models are reported with a 95%
confidence interval (CI).

In secondary analyses, we tested for potential effect modification by age, sex, BMI, dia-
betes, renal function, smoking status, alcohol intake, use of immunosuppressive medication
and physical activity.

Data were analyzed with SPSS version 23.0 (IBM Corp., Armonk, NY, USA) and R
version 3.2.3 (R Foundation for Statistical Computing, Vienna, Austria). In all analyses a
p-value < 0.05 was considered to indicate statistical significance.

3. Results
3.1. VLSFA in KTR and Healthy Controls

The total cohort consisted of 680 stable outpatient KTR (57% male, median age 54.7
(44.6–63.0) years), included at a median time of 5.4 (1.9–12.0) years after transplantation,
and 193 healthy controls (43% male, median age 54.0 (45.6–63.1) years) (Table 1). Plasma
levels of all three VLSFA were lower in KTR than in healthy controls (p < 0.001 for all). For
C20:0, the mean difference was 8.7% (calculated from the median values of 0.23 mol% and
0.25 mol% in KTR and healthy controls, respectively, with healthy controls as reference).
For C22:0, the mean difference was 10.9% (calculated from the median values of 0.57 mol%
and 0.64 mol% in KTR and healthy controls, respectively). For C24:0, the mean difference
was 12.7% (calculated from the median values of 0.48 mol% and 0.55 mol% in KTR and
healthy controls, respectively). Compared to healthy controls, consumption of peanuts,
peanut butter and tree nuts was lower in KTR, although the differences did not reach
statistical significance.

Table 1. Baseline characteristics of KTR and healthy controls.

Baseline Characteristics KTR
n = 680

Healthy Control
n = 193 p

Demographics
Age, years 54.7 (44.6–63.0) 54.0 (45.6–63.1) 0.76

Male gender, n (%) 401 (56.8) 111 (57.5) 0.87
Body mass index, kg/m2 25.9 (23.2–29.4) 25.3 (23.5–27.8) 0.10
Waist circumference, cm 98 ± 15 91 ± 10 <0.001

Metabolic syndrome (yes), n (%) 436 (64.1) 42 (21.8) <0.001
Fatty liver index, arbitrary units 56 (31–80) 32 (17–58) <0.001

Circulating VLSFA
C20:0, mol% 0.24 ± 0.05 0.25 ± 0.05 <0.001
C22:0, mol% 0.57 ± 0.14 0.64 ± 0.14 <0.001
C24:0, mol% 0.48 ± 0.13 0.55 ± 0.13 <0.001

Renal function parameters
Creatinine, umol/L 156 (112–181) 82 (72–93) <0.001

eGFR, mL/min/1.73 m2 41.0 ± 18.6 93.1 ± 16.1 <0.001
Proteinuria 0.5 g/day, n (%) 152 (22.4) 1 (0.5) <0.001

Glucose homeostasis
Glucose, mmol/L 5.3 (4.9–6.0) 5.3 (5.0–5.7) 0.58
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Table 1. Cont.

Baseline Characteristics KTR
n = 680

Healthy Control
n = 193 p

HbA1C, % 5.8 (5.5–6.2) 5.6 (5.4–5.8) <0.001
Diabetes, n (%) 162 (23.8) 11 (5.7) <0.001

Lipids
Total cholesterol, mmol/L 5.1 ± 1.1 5.3 ± 1.1 0.04

Triglycerides, mmol/L 1.7 (1.3–2.3) 1.2 (0.8–1.6) <0.001
HDL cholesterol, mmol/L 1.3 (1.1–1.6) 1.4 (1.2–1.7) <0.001

Statin use, n (%) 359 (52.8) 7 (3.6) <0.001
Liver parameter
Gamma GT, U/L 21 (15–33) 26 (19–41) <0.001
Health lifestyle

Current smoker, n (%) 81 (11.9) 39 (20.2) 0.004
Total energy intake, kJ/day 8713 (7172–10607) 9055 (7458–10635) 0.38

Peanuts, g/day 0.6 (0.0–3.4) 1.3 (0.0–4.8) 0.09
Peanut butter, g/day 0.0 (0.0–4.0) 0.0 (0.0–4.3) 0.77

Tree nuts, g/day 0.0 (0.0–3.9) 0.8 (0.0–3.5) 0.35

Data are presented as mean ± SD, median (25th–75th percentile) or number (%). Differences between KTR and healthy controls were tested
by independent t-test, Mann-Whitney U test or Chi-square test. Abbreviations: C20:0, arachidic acid; C22:0, behenic acid; C24:0, lignoceric
acid; eGFR, estimated glomerular filtration rate; HDL, high-density lipoprotein; kJ, kilojoule; KTR, kidney transplant recipients; VLSFA,
very long chain saturated fatty acids.

3.2. Associations between VLSFA and Clinical Baseline Characteristics in KTR

Associations of circulating VLSFA with clinical baseline characteristics in KTR are
shown in Table 2. VLSFA showed strong positive associations with each other, especially
between C22:0 and C24:0 (Std. β = 0.94, p < 0.001). KTR with low levels of C22:0 and C24:0
were older and BMI was inversely associated with all studied VLSFA, with effect sizes
increasing from C20:0 towards C24:0. While neither diastolic blood pressure, systolic blood
pressure nor heart rate were consistently associated with VLSFA, use of anti-hypertensive
medication was inversely associated with each VLSFA. Among immunosuppressant med-
ication, use of cyclosporine was inversely associated with all VLSFA. Creatinine as well
as cystatin C showed inverse associations with each VLSFA, while only C20:0 and C22:0
were positively associated with eGFR. All VLSFA were inversely associated with fasting
glucose levels, HbA1C, diabetes and use of antidiabetic medication, with increasing effect
size from C20:0 towards C24:0. C20:0 and C24:0 were positively associated with albumin,
while each VLSFA was inversely associated with procalcitonin. C22:0 and C24:0 were
positively associated with LDL cholesterol, while each VLSFA were strongly associated
with HDL cholesterol. Triglycerides were strongly inversely associated with each VLSFA.
Being a smoker was inversely associated with C20:0 and C22:0. Each VLSFA was inversely
associated with the presence of metabolic syndrome and with the fatty liver index. Lastly,
C22:0 and C24:0 concentrations were associated with intake of peanuts and peanut butter,
while all VLSFA were associated with tree nut intake.

Table 2. Baseline characteristics of the KTR cohort and univariable association of circulating VLSFA concentrations across
clinical parameters.

Baseline Characteristics Total Population
C20:0 (mol%) C22:0 (mol%) C24:0 (mol%)

Std. β Std. β Std. β

Demographics
Age, years 54.7 (44.6–63.0) 0.02 −0.11 ** −0.09 *

Male gender, n (%) 401 (56.8) 0.13 *** 0.04 −0.03
BMI, kg/m2 25.9 (23.2–29.4) −0.10 * −0.12 ** −0.17 ***

Waist circumference, cm 98 ± 15 −0.20 *** −0.19 *** −0.21 ***
Caucasian, n (%) 677 (99.6) 0.04 −0.01 −0.02

Circulating VLSFA
C20:0, mol% 0.24 ± 0.05 – 0.74 *** 0.63 ***
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Table 2. Cont.

Baseline Characteristics Total Population
C20:0 (mol%) C22:0 (mol%) C24:0 (mol%)

Std. β Std. β Std. β

C22:0, mol% 0.57 ± 0.14 0.74 *** – 0.94 ***
C24:0, mol% 0.48 ± 0.13 0.63 *** 0.94 *** –

Primary kidney disease
Glomerulonephritis, n (%) 175 (25.7) −0.01 −0.01 0.01
Interstitial nephritis, n (%) 87 (12.8) 0.05 0.06 0.03

Cystic kidney disease, n (%) 139 (20.4) −0.02 −0.02 −0.03
Other congenital and hereditary kidney disease, n (%) 37 (5.4) −0.03 −0.04 −0.05

Renal vascular disease, excluding vasculitis, n (%) 51 (7.5) −0.02 −0.01 0.002
Diabetes mellitus, n (%) 34 (5.0) 0.02 −0.03 −0.02

Other multisystem disease, n (%) 32 (4.7) 0.01 0.01 0.02
Other, n (%) 18 (2.6) −0.01 0.02 0.01

Unknown, n (%) 107 (15.7) −0.01 0.01 0.01
Kidney transplant

Pre-emptive transplantation, n (%) 105 (15.5) 0.03 0.08 0.06
Time between transplantation and baseline

measurement, years 5.4 (1.9–12.0) 0.08 * 0.02 0.01

Male donor, n (%) 343 (50.4) −0.07 −0.06 0.04
Donor age, years 46.0 (32.0–54.0) −0.09 * −0.04 0.00

Postmortal donor, n (%) 446 (65.6) −0.03 0.07 0.08 *
Immunosuppressive therapy

Prednisolone, % 673 (99.0) −0.01 0.01 0.02
Prednisolone dose, mg 10.0 (7.5–10.0) −0.04 −0.001 0.02

Tacrolimus, % 121 (17.8) 0.00 0.02 0.01
Cyclosporine, n (%) 269 (39.6) −0.12 ** −0.12 ** −0.09 *
Azathioprine, n (%) 120 (17.6) 0.07 0.00 0.00

Mycophenolic acid, n (%) 446 (65.6) −0.02 0.05 0.04
Everolimus/Sirolimus 13 (1.9) −0.05 −0.02 0.01

Clinical variables
Systolic blood pressure, mmHg 136 ± 17 −0.08 * −0.08 * −0.07
Diastolic blood pressure, mmHg 83 ± 11 −0.07 −0.01 −0.003

Heart rate, beats per minute 69 ± 12 −0.06 −0.06 −0.11 **
Antihypertensives, n (%) 598 (87.9) −0.12 ** −0.12 ** −0.09 *

Renal function parameters
Creatinine, umol/L 156 (112–181) −0.13 *** −0.12 ** −0.08 *
Cystatin C, mg/L 1.7 (1.3–2.2) −0.17 *** −0.23 *** −0.20 ***

eGFR, mL/min/1.73 m2 41.0 ± 18.6 0.07 0.12 ** 0.09 *
Proteinuria 0.5 g/day, n (%) 152 (22.4) −0.05 −0.06 −0.07

Glucose homeostasis
Glucose, mmol/L 5.3 (4.9–6.0) −0.10 ** −0.13 *** −0.15 ***

HbA1C, % 5.8 (5.5–6.2) −0.07 −0.12 ** −0.14 ***
Diabetes mellitus, n (%) 162 (23.8) −0.12 ** −0.15 *** −0.18 ***

Antidiabetic medication, n (%) 105 (15.4) −0.09 * −0.09 * −0.12 **
Serum parameters

Albumin, g/L 43.0 ± 3.0 0.04 0.13 *** 0.16 ***
hs-CRP, mg/L 1.6 (0.7–4.6) −0.04 −0.03 −0.09 *

Procalcitonin, ug/L 0.06 ± 0.06 −0.11 ** −0.15 *** −0.12 **
Lipids

Total cholesterol, mmol/L 5.1 ± 1.1 −0.09 * 0.04 0.06
LDL cholesterol, mmol/L 3.0 ± 0.9 −0.05 0.14 *** 0.15 ***
HDL cholesterol, mmol/L 1.3 (1.1–1.6) 0.35 *** 0.34 *** 0.37 ***

Triglycerides, mmol/L 1.7 (1.3–2.3) −0.58 *** −0.60 *** −0.59 ***
Statin use, n (%) 359 (52.8) 0.05 −0.13 *** −0.10 *
Liver parameters

Total bilirubin, umol/L 10 (7–13) 0.03 0.07 0.12 **
ASAT, U/L 22 (18–27) 0.09 * 0.03 0.04
ALAT, U/L 19 (14–25) 0.001 −0.05 −0.04

Total protein, g/L 71.23 ± 5.1 −0.03 0.02 0.04
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Table 2. Cont.

Baseline Characteristics Total Population
C20:0 (mol%) C22:0 (mol%) C24:0 (mol%)

Std. β Std. β Std. β

Gamma-GT, U/L 26 (19–41) −0.03 −0.09 * −0.11 **
Healthy lifestyle

Current smoker, n (%) 81 (11.9) −0.12 ** −0.08 * −0.05
Alcohol intake, g/day 2.6 (0.0–11.1) −0.07 −0.03 0.07

Physical activity, intensity x hours 5590 (3060–8415) −0.01 0.07 0.09 *
Total energy intake, kJ/day 8713 (7172–10607) −0.09 0.05 0.10 *

Metabolic syndrome (yes), n (%) 436 (64.1) −0.19 *** −0.28 *** −0.31 ***
Fatty liver index, arbitrary units 56 (31–80) −0.24 *** −0.26 *** 0.29 ***

Dietary intake
Peanuts, g/day 0.6 (0.0–3.4) 0.04 0.19 *** 0.23 ***

Peanut butter, g/day 0.0 (0.0–4.0) 0.01 0.13 ** 0.13 **
Tree nuts, g/day 0.0 (0.0–3.9) 0.13 *** 0.18 *** 0.19 ***

Data are presented as mean ± SD, median (25th–75th percentile) or number (%). Univariate linear regression analyses were performed
to obtain standardized βs and p-values for potential associations between baseline characteristics and circulating VLSFA. Abbreviations:
BMI, body mass index; C20:0, arachidic acid; C22:0, behenic acid; C24:0, lignoceric acid; eGFR, estimated glomerular filtration rate;
HbA1C, hemoglobin A1C; HDL, high-density lipoprotein; hs-CRP, high-sensitivity C-reactive protein; kJ, kilojoule; KTR, kidney transplant
recipients; LDL, low-density lipoprotein; VLSFA, very long chain saturated fatty acids; * p < 0.05; ** p < 0.01; *** p < 0.001.

3.3. Prospective Analyses of All-Cause and Cause-Specific Mortality

During follow-up of 5.6 (5.2–6.3) years, 146 (21%) KTR died with 41 (28%) deaths
due to severe infections, 25 (17%) deaths due to cancer and 59 (40%) deaths due to CVD
mortality. Higher plasma concentrations of all VLSFA were associated with lower risk
of all-cause mortality, independent of potential confounders including age, sex, eGFR,
proteinuria, time between transplantation and baseline, procalcitonin concentration and
albumin concentration, and smoking status and alcohol intake (Table 3, model 4). This
inverse association did not materially change after adjustment for plasma triglycerides or
use of cyclosporine (models 5 and 6). Adjustment for CVD risk factors, including systolic
blood pressure, HDL-cholesterol, BMI and diabetes status caused the association between
C20:0 and all-cause mortality to become insignificant, while the association between C24:0
and all-cause mortality became borderline significant. Analyses of cause-specific mortality
revealed a strong association between all VLSFA with mortality from infectious diseases,
independent of potential confounders (Table 4). Comparing the HRs of all four fatty
acids, C22:0 consistently showed the lowest HR across all models (e.g., HR (95% CI)
per 1-SD relative increment of 0.51 (0.35–0.73) in model 3, p < 0.001, Figure 1). None
of the investigated VLSFA was associated with CVD mortality or cancer mortality after
adjustment for potential confounders (Supplemental Tables S1 and S2).

Table 3. Prospective analysis of standardized circulating VLSFA with all-cause mortality in KTR.

Models
C20:0, per 1-SD Relative

Increment
C22:0, per 1-SD Relative

Increment
C24:0, per 1-SD Relative

Increment

HR (95% CI) p HR (95% CI) p HR (95% CI) p

Model 1 0.78 (0.66–0.93) 0.001 0.65 (0.54–0.79) <0.001 0.65 (0.54–0.79) <0.001
Model 2 0.79 (0.67–0.95) 0.01 0.69 (0.57–0.84) <0.001 0.68 (0.56–0.82) <0.001
Model 3 0.80 (0.67–0.95) 0.01 0.71 (0.59–0.85) <0.001 0.71 (0.59–0.86) <0.001
Model 4 0.78 (0.64–0.94) 0.01 0.73 (0.60–0.89) 0.002 0.75 (0.61–0.92) 0.01
Model 5 0.77 (0.62–0.96) 0.02 0.70 (0.55–0.90) 0.01 0.73 (0.57–0.93) 0.01
Model 6 0.77 (0.63–0.93) 0.01 0.72 (0.59–0.89) 0.003 0.73 (0.60–0.90) 0.003
Model 7 0.85 (0.69–1.05) 0.14 0.79 (0.64–0.99) 0.04 0.80 (0.64–1.01) 0.06

Multivariable-adjusted Cox proportional-hazards regression analyses between circulating VLSFA and risk of all-cause mortality
(nevents = 146) in KTR. Model 1: Adjusted for age and sex. Model 2: Model 1 + estimated glomerular filtration rate, time between
transplantation and baseline measurement, primary renal disease and proteinuria. Model 3: Model 2 + albumin and procalcitonin. Model 4:
Model 3 + smoking status and alcohol intake. Model 5: Model 4 + triglycerides. Model 6: Model 4 + use of cyclosporine. Model 7: Model 4
+ systolic blood pressure, HDL-cholesterol, body mass index and diabetes status. Abbreviations: C20:0, arachidic acid; C22:0, behenic acid;
C24:0, lignoceric acid; KTR, kidney transplant recipients; nevents, number of events.
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Table 4. Prospective analysis of standardized circulating VLSFA with infectious disease mortality in KTR.

Models
C20:0, per 1-SD Relative

Increment
C22:0, per 1-SD Relative

Increment
C24:0, per 1-SD Relative

Increment

HR (95% CI) p HR (95% CI) p HR (95% CI) p

Model 1 0.58 (0.41–0.82) 0.002 0.48 (0.33–0.69) <0.001 0.51 (0.35–0.73) <0.001
Model 2 0.57 (0.41–0.80) 0.001 0.50 (0.35–0.72) <0.001 0.53 (0.37–0.75) <0.001
Model 3 0.55 (0.38–0.77) <0.001 0.51 (0.35–0.73) <0.001 0.55 (0.39–0.78) <0.001
Model 4 0.57 (0.39–0.82) 0.002 0.52 (0.35–0.77) 0.001 0.57 (0.39–0.83) 0.004
Model 5 0.51 (0.32–0.81) 0.004 0.43 (0.26–0.72) 0.001 0.50 (0.31–0.82) 0.005
Model 6 0.58 (0.40–0.84) 0.004 0.52 (0.35–0.78) 0.001 0.57 (0.38–0.83) 0.004
Model 7 0.53 (0.35–0.82) 0.004 0.48 (0.30–0.75) 0.001 0.51 (0.33–0.80) 0.003

Multivariable-adjusted Cox proportional-hazards regression analyses between circulating VLSFA and risk of infectious disease mortality
(nevents = 41) in KTR. Model 1: Adjusted for age and sex. Model 2: Model 1+ estimated glomerular filtration rate, time between
transplantation and baseline measurement, primary renal disease and proteinuria. Model 3: Model 2 + albumin and procalcitonin. Model 4:
Model 3 + smoking status and alcohol intake. Model 5: Model 4 + triglycerides. Model 6: Model 4 + use of cyclosporine. Model 7: Model 4
+ systolic blood pressure, HDL-cholesterol, body mass index and diabetes status. Abbreviations: C20:0, arachidic acid; C22:0, behenic acid;
C24:0, lignoceric acid; KTR, kidney transplant recipients; nevents, number of events.
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In secondary analyses, we did not consistently identify effect modification by either
age, sex, BMI, diabetes, eGFR, smoking status, alcohol intake, prednisolone dosage or
physical activity on the association between levels and VLSFA with all-cause mortality,
neither with infectious disease mortality.

4. Discussion

In this study, we showed that circulating levels of the VLSFA C20:0, C22:0 and C24:0
are lower in a large cohort of stable outpatient KTR compared to healthy controls. Further,
peanut intake, peanut butter intake and tree nut intake are positively associated with C22:0
and C24:0 (in KTR as well as in healthy controls). All VLSFA are inversely associated
with risk of all-cause mortality. Additionally, we show even stronger associations with
infectious disease mortality, independent of adjustment for demographic factors, lifestyle
factors and clinical conditions.

We observed that VLSFA are lower in KTR compared to healthy controls. We further
found, aligned with other studies, strong inverse associations between C22:0 and C24:0
with BMI, plasma triglycerides, fasting glucose, Hb1Ac levels, diabetes, the presence
of metabolic syndrome, and the fatty liver index (Table 2), indicating that low levels of
VLSFA may be associated with metabolic dysfunction [14–16]. All VLSFA were associated
with use of cyclosporine, which is known to cause increases in triglycerides [37] which
consist of fatty acids that might dilute levels of VLSFA. As VLSFA are strongly associated
with triglycerides in our study, we hypothesize that increased triglyceride levels due to
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the use of cyclosporine also result in a dilution of VLSFA accompanying increases in
other fatty acids. VLSFA, especially C22:0 and C24:0, are mainly incorporated into the
sphingolipid species ceramide, which can be further converted to sphingomyelin [38]. In
mammals, fatty acids are elongated in the endoplasmic reticulum by various elongases,
with C22:0 and C24:0 being mainly produced by elongation of very long chain fatty acids
protein 1 (elovl1) and incorporated into ceramides by ceramide synthase 2 (CerS2) [18,39].
In accordance with the associations of circulating C22:0 and C24:0 with parameters of
metabolic dysfunction observed in human studies, mice fed on a high-fat diet exhibit
decreased hepatic expression of CerS2 and decreased levels of ceramides containing C22:0
and C24:0 while CerS2-null mice develop insulin resistance and impaired hepatic insulin
signaling [40,41]. These findings together exemplify the importance of these ceramides
in the pathophysiology of metabolic disorders. In addition to lower concentrations of
circulating VLSFA in KTR compared to healthy controls observed here, Szczuko et al.
recently reported lower circulating C20:0, C22:0 and C24:0 in women with chronic kidney
disease and women with metabolic syndrome compared to healthy controls [42]. As
diabetes and the metabolic syndrome are highly prevalent in KTR compared to healthy
controls (Table 1) [22,23] we suggest that the lower circulating VLSFA observed in KTR
compared to healthy controls can at least partly be explained by increasing metabolic
dysfunction prevalent in KTR.

We found here that relatively high levels of circulating C20:0, C22:0 and C24:0 are
associated with lower risk of all-cause mortality, particularly mortality due to infectious
diseases. Sphingolipids are involved in various cellular processes associated with immu-
nity, inflammation and inflammatory disorders, and it is established that sphingolipid
species have varying biological functions depending on the type of fatty acid incorpo-
rated [13,43]. Recent in vitro studies showed that synthesis of VLSFA by elovl1 and in-
corporation of VLSFA into ceramides by ceramide synthase 2 are necessary for human
macrophage maturation and efficient phagocytosis [11,12]. Further, inhibition of ceramide
synthase 2 is decreasing the migratory capacity of neutrophils. In line with these findings,
CerS2-deficient mice show a higher susceptibility to LPS- mediated septic shock [44]. The
importance of ceramides containing VLSFA, especially C22:0 and C24:0, for clearance of
pulmonary infections has been shown previously in CerS2-deficient mice and in patients
with cystic fibrosis, and modulation of this imbalance might be a possible drug target
for managing pulmonary infections [45,46]. As ceramide synthase 2 shows the highest
activity towards incorporation of C22:0 and C24:0 into ceramides [39], these findings are in
concordance with our observation that levels of C22:0 and C24:0 show the strongest inverse
association with all-cause and infectious disease mortality. Therefore, we hypothesize that
low circulating VLSFA might predispose KTR, which are particularly susceptible to infec-
tion due to long-term immunosuppression, to severe infections as a result of a decreased
ability of innate immune cells to form ceramides with incorporated VLSFA. However, as
all VLSFA studied here show strong correlation with each other, further studies are needed
to determine potential functional difference between these VLSFA.

It has been reported that VLSFA are associated with all-cause and cause-specific
mortality in adults of the general population aged ≥65 years [47]. In this cohort, both C22:0
and C24:0 were found to be significantly associated with all-cause, CVD and non-CVD
mortality. In analyses in which non-CVD mortality was divided in further subtypes of
mortality, C22:0 and C24:0 were nominally significantly associated with infectious disease
mortality, albeit that point estimates of hazard ratios for both C22:0 and C24:0 were lower
for infectious disease mortality than for CVD mortality. However, in this cohort the rate
of infectious deaths was much lower (8%) than the rate of CVD deaths (39%), while these
respective rates were 28% and 40% in our cohort, pointing to the much higher susceptibility
for a severe course of infection in immunocompromised transplantation patients. The
low rate of infectious disease mortality events in the analyses of the general population
cohort might have been responsible for very wide 95% confidence intervals for the hazard
ratio, rendering the association insignificant despite a lower point estimate. VLSFAs are
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derived from food as well as produced endogenously. Foods containing VLSFA include
peanuts, macadamia nuts, and canola oil [18]. In our study, intake of peanuts and peanut
butter were associated with concentrations of C22:0 and C24:0 in KTR. Although it is not
exactly known to which extent dietary intake and endogenous metabolism influence levels
of circulating VLSFA, short-term feeding trials with peanuts and macadamia nuts showed
that levels of VLSFA can be modified by dietary intake [20,21]. Interestingly, it has been
shown that intake of peanuts is associated with a decreased risk of respiratory disease in
the general population [48]. However, as comparable associations were reported for tree
nuts as well, it is currently unknown if these effects stem from VLSFA or from components
common in both peanuts and tree nuts such as mono- and polyunsaturated fatty acids.
Intriguingly, it has been shown that macrophage membrane fatty acid composition can
be influenced in a dose-dependent manner in humans by dietary fatty acid exposure [49].
More studies are needed to study the possibility of increasing circulating VLSFA by dietary
measures in order to improve the susceptibility of KTR to life-threatening infections.

Our study has several strengths, including a median follow-up of 5.6 years with
all-cause and infectious disease mortality as clinically relevant endpoints and without loss
of participants due to follow-up. Furthermore, our study included a large sample size
of the specific setting of stable outpatient KTR. Moreover, data was extensively collected,
which allowed adjustment for many potential confounders of the main results. We also ac-
knowledge limitations of the current study as follows. Plasma VLSFA were only measured
at baseline and therefore changes in dietary intake during the follow-up period might
not be accounted for in our analysis. Although we adjusted for demographic, lifestyle
related, and clinical factors that may influence plasma VLSFA and total or infectious dis-
ease mortality, we cannot exclude residual confounding. Because the investigated VLSFA
strongly correlated with each other, interpretation of the independent associations of each
individual VLSFA with total and infectious mortality is challenging. As we measured the
total plasma fatty acid content, we also cannot deduce the plasma compartment as well as
the lipid class in which VLSFA showed the observed associations, although the literature
suggests a major incorporation of VLSFA into sphingolipids [18]. Furthermore, as total
plasma fatty acids have a lower half-life compared to erythrocyte fatty acids, measuring
VLSFA in erythrocytes would have given a better estimate of long-term dietary FA intake.
It should also be acknowledged that we assessed nut intake using self-reported FFQ, which
might lead to recall bias and potential possible over- or under-reporting of dietary intake.
Another limitation of the self-reported FFQ is that it did not allow for splitting up the
category of tree nuts to specific types of tree nuts. As the cause of infectious mortality
was not recorded in this study, we also cannot say if association of VLSFA with infectious
disease mortality is specific for certain infectious diseases, such as pneumonia, or holds
true for varying infections. Additionally, our study population consisted predominantly
of Caucasian participants, which calls for prudence to extrapolate our results to different
populations with regard to ethnicity. Finally, since the current study is observational by
design, no conclusions of causality can be drawn from our results.

5. Conclusions

In conclusion, our study shows for the first time that circulating VLSFA are lower in
KTR compared to healthy controls and that circulating VLSFA are inversely associated
with infectious disease mortality. These associations were independent of adjustment
for potential confounders including demographics, lifestyle factors, clinical conditions
and HDL cholesterol. Although our results suggest a strong link between circulating
VLSFA levels and mortality due to infectious disease, future studies have to elucidate the
responsible underlying biological mechanism. Further, it should be investigated whether
our reported associations can be observed in patients with other kidney diseases or in other
immunocompromised patients. Finally, it has to be studied if interventions such as intake
of VSLFA-containing foods, i.e., peanuts and peanut butter, could be applicable for the
prevention of life-threatening infections in KTR.



Nutrients 2021, 13, 3383 12 of 14

Supplementary Materials: The following are available online at https://www.mdpi.com/article/
10.3390/nu13103383/s1, Figure S1. Participant flow chart of included KTR; Table S1. Prospective
analysis of standardized circulating VLSFA with cardiovascular disease mortality in KTR; Table S2.
Prospective analysis of standardized circulating VLSFA with cancer mortality in KTR.

Author Contributions: Conceptualization, I.P.K., G.N. and S.J.L.B.; formal analysis, F.A.V., A.W.G.-N.,
C.G.S. and S.J.L.B.; investigation, F.A.V.; data curation, F.A.V., A.W.G.-N., M.C.J.O. and I.A.M.;
writing—original draft preparation, F.A.V., C.G.S. and S.J.L.B.; writing—review and editing, F.A.V.,
A.W.G.-N., C.G.S., M.C.J.O., D.G., M.R.H.-F., F.A.J.M., S.P.B., I.P.K., G.N. and S.J.L.B.; supervision,
S.J.L.B. All authors have read and agreed to the published version of the manuscript.

Funding: Generation of the Transplant Lines Food and Nutrition Biobank and Cohort Study (clinical
trial reg. no. NCT02811835, Clinical- Trials.gov) was funded by the Top Institute Food and Nutrition
(grant A-1003).

Institutional Review Board Statement: The study was conducted according to the guidelines settled
in the Declaration of Helsinki and the Declaration of Istanbul on Organ Trafficking and Transplant
Tourism. The Institutional Review Board of the UMCG approved the study protocol (METc 2008/186).

Informed Consent Statement: Informed consent was obtained from all subjects involved in the study.

Data Availability Statement: The data presented in this study are available on request from the
corresponding author. The data are not publicly available due to confidentiality agreements.

Acknowledgments: S.J.L.B. is principal investigator of the Transplant Lines Biobank and Data
Repository of the University Medical Center Groningen. F.A.V. received support by the Van Walree
Grant of the Royal Netherlands Academy of Arts and Sciences.

Conflicts of Interest: The authors declare no conflict of interest.

References
1. Wolfe, R.A.; Ashby, V.B.; Milford, E.L.; Ojo, A.O.; Ettenger, R.E.; Agodoa, L.Y.C.; Held, P.J.; Port, F.K. Comparison of mortality in

all patients on dialysis, patients on dialysis awaiting transplantation, and recipients of a first cadaveric transplant. N. Engl. J. Med.
1999, 341, 1725–1730. [CrossRef] [PubMed]

2. Jofré, R.; López-Gómez, J.M.; Moreno, F.; Sanz-Guajardo, D.; Valderrábano, F. Changes in quality of life after renal transplantation.
Am. J. Kidney Dis. 1998, 32, 93–100. [CrossRef] [PubMed]

3. Laupacis, A.; Keown, P.; Pus, N.; Krueger, H.; Ferguson, B.; Wong, C.; Muirhead, N. A study of the quality of life and cost-utility
of renal transplantation. Kidney Int. 1996, 50, 235–242. [CrossRef] [PubMed]

4. Briggs, J.D. Causes of death after renal transplantation. Nephrol. Dial. Transplant. 2001, 16, 1545–1549. [CrossRef] [PubMed]
5. Fishman, J.A. Infection in solid-organ transplant recipients. N. Engl. J. Med. 2007, 357, 2601–2614. [CrossRef]
6. Pagalilauan, G.L.; Limaye, A.P. Infections in Transplant Patients. Med. Clin. N. Am. 2013, 97, 581–600. [CrossRef]
7. Blazik, M.; Hutchinson, P.; Jose, M.D.; Polkinghorne, K.R.; Holdsworth, S.R.; Atkins, R.C.; Chadban, S.J. Leukocyte phenotype

and function predicts infection risk in renal transplant recipients. Nephrol. Dial. Transplant. 2005, 20, 2226–2230. [CrossRef]
8. Hutchinson, P.; Chadban, S.J.; Atkins, R.C.; Holdsworth, S.R. Laboratory assessment of immune function in renal transplant

patients. Nephrol. Dial. Transplant. 2003, 18, 983–989. [CrossRef]
9. Bicker, H.; Höflich, C.; Wolk, K.; Vogt, K.; Volk, H.D.; Sabat, R. A simple assay to measure phagocytosis of live bacteria. Clin.

Chem. 2008, 54, 911–915. [CrossRef]
10. Tourneur, E.; Ben Mkaddem, S.; Chassin, C.; Bens, M.; Goujon, J.M.; Charles, N.; Pellefigues, C.; Aloulou, M.; Hertig, A.; Monteiro,

R.C.; et al. Cyclosporine A Impairs Nucleotide Binding Oligomerization Domain (Nod1)-Mediated Innate Antibacterial Renal
Defenses in Mice and Human Transplant Recipients. PLoS Pathog. 2013, 9, e1003152. [CrossRef]

11. Pathak, D.; Mehendale, N.; Singh, S.; Mallik, R.; Kamat, S.S. Lipidomics Suggests a New Role for Ceramide Synthase in
Phagocytosis. ACS Chem. Biol. 2018, 13, 2280–2287. [CrossRef]

12. Haney, M.S.; Bohlen, C.J.; Morgens, D.W.; Ousey, J.A.; Barkal, A.A.; Tsui, C.K.; Ego, B.; Levin, R.; Kamber, R.; Tucker, A.;
et al. Identification of phagocytosis regulators using magnetic genome-wide CRISPR screens. Nat. Genet. 2019, 50, 1716–1727.
[CrossRef]

13. Barthelmes, J.; de Bazo, A.M.; Pewzner-Jung, Y.; Schmitz, K.; Mayer, C.A.; Foerch, C.; Eberle, M.; Tafferner, N.; Ferreirós, N.;
Henke, M.; et al. Lack of ceramide synthase 2 suppresses the development of experimental autoimmune encephalomyelitis by
impairing the migratory capacity of neutrophils. Brain. Behav. Immun. 2015, 46, 280–292. [CrossRef]

14. Fretts, A.M.; Mozaffarian, D.; Siscovick, D.S.; Djousse, L.; Heckbert, S.R.; King, I.B.; McKnight, B.; Sitlani, C.; Sacks, F.M.; Song, X.;
et al. Plasma phospholipid saturated fatty acids and incident atrial fibrillation: The Cardiovascular health study. J. Am. Heart
Assoc. 2014, 3, 1–10. [CrossRef] [PubMed]

https://www.mdpi.com/article/10.3390/nu13103383/s1
https://www.mdpi.com/article/10.3390/nu13103383/s1
http://doi.org/10.1056/NEJM199912023412303
http://www.ncbi.nlm.nih.gov/pubmed/10580071
http://doi.org/10.1053/ajkd.1998.v32.pm9669429
http://www.ncbi.nlm.nih.gov/pubmed/9669429
http://doi.org/10.1038/ki.1996.307
http://www.ncbi.nlm.nih.gov/pubmed/8807593
http://doi.org/10.1093/ndt/16.8.1545
http://www.ncbi.nlm.nih.gov/pubmed/11477152
http://doi.org/10.1056/NEJMra064928
http://doi.org/10.1016/j.mcna.2013.03.002
http://doi.org/10.1093/ndt/gfi007
http://doi.org/10.1093/ndt/gfg190
http://doi.org/10.1373/clinchem.2007.101337
http://doi.org/10.1371/journal.ppat.1003152
http://doi.org/10.1021/acschembio.8b00438
http://doi.org/10.1038/s41588-018-0254-1
http://doi.org/10.1016/j.bbi.2015.02.010
http://doi.org/10.1161/JAHA.114.000889
http://www.ncbi.nlm.nih.gov/pubmed/24970268


Nutrients 2021, 13, 3383 13 of 14

15. Lemaitre, R.N.; Fretts, A.M.; Sitlani, C.M.; Biggs, M.L.; Mukamal, K.; King, I.B.; Song, X.; Djoussé, L.; Siscovick, D.S.; McKnight,
B.; et al. Plasma phospholipid very-long-chain saturated fatty acids and incident diabetes in older adults: The cardiovascular
health study. Am. J. Clin. Nutr. 2015, 101, 1047–1054. [CrossRef] [PubMed]

16. Malik, V.S.; Chiuve, S.E.; Campos, H.; Rimm, E.B.; Mozaffarian, D.; Hu, F.B.; Sun, Q. Circulating Very-Long-Chain Saturated Fatty
Acids and Incident Coronary Heart Disease in US Men and Women. Circulation 2015, 176, 139–148. [CrossRef] [PubMed]

17. Lai, H.T.M.; de Oliveira Otto, M.C.; Lee, Y.; Wu, J.H.Y.; Song, X.; King, I.B.; Psaty, B.M.; Lemaitre, R.N.; McKnight, B.; Siscovick,
D.S.; et al. Serial Plasma Phospholipid Fatty Acids in the De Novo Lipogenesis Pathway and Total Mortality, Cause-Specific
Mortality, and Cardiovascular Diseases in the Cardiovascular Health Study. J. Am. Heart Assoc. 2019, 8, e012881. [CrossRef]
[PubMed]

18. Kihara, A. Very long-chain fatty acids: Elongation, physiology and related disorders. J. Biochem. 2012, 152, 387–395. [CrossRef]
[PubMed]

19. Lemaitre, R.N.; King, I.B.; Kabagambe, E.K.; Wu, J.H.Y.; McKnight, B.; Manichaikul, A.; Guan, W.; Sun, Q.; Chasman, D.I.; Foy, M.;
et al. Genetic loci associated with circulating levels of very long-chain saturated fatty acids. J. Lipid Res. 2015, 56, 176. [CrossRef]

20. Garg, M.L.; Blake, R.J.; Wills, R.B.H. Macadamia Nut ConsumptionLowers Plasma Total and LDLCholesterol Levels inHyperc-
holesterolemic Men. J. Nutr. 2003, 1060–1063. [CrossRef] [PubMed]

21. Lam, C.; Wong, D.; Cederbaum, S.; Lim, B.; Qu, Y. Peanut consumption increases levels of plasma very long chain fatty acids in
humans. Mol. Genet. Metab. 2012, 107, 620–622. [CrossRef]

22. de Vries, A.P.J.; Bakker, S.J.L.; van Son, W.J.; van der Heide, J.J.H.; Ploeg, R.J.; The, H.T.; de Jong, P.E.; Gans, R.O.B. Metabolic
Syndrome Is Associated with Impaired Long-term Renal Allograft Function; Not All Component criteria Contribute Equally. Am.
J. Transplant. 2004, 4, 1675–1683. [CrossRef]

23. De Vries, A.P.J.; Bakker, S.J.L.; Van Son, W.J.; Homan Van der Heide, J.J.; The, T.H.; De Jong, P.E.; Gans, R.O.B. Insulin resistance as
putative cause of chronic renal transplant dysfunction. Am. J. Kidney Dis. 2003, 41, 859–867. [CrossRef]

24. Gomes-Neto, A.W.; Osté, M.C.J.; Sotomayor, C.G.; Berg, E.V.D.; Geleijnse, J.M.; Gans, R.O.B.; Bakker, S.J.L.; Navis, G.J. Fruit
and vegetable intake and risk of post trans plantation diabetes in renal transplant recipients. Diabetes Care 2019, 42, 1645–1652.
[CrossRef] [PubMed]

25. Feunekes, G.I.; Van Staveren, W.A.; De Vries, J.H.; Burema, J.; Hautvast, J.G. Relative and biomarker-based validity of a
food-frequency questionnaire estimating intake of fats and cholesterol. Am. J. Clin. Nutr. 1993, 58, 489–496. [CrossRef]

26. Stichting, N. Nederlands Voedingsstoffen Bestand: NEVO Tabel 2006, Dutch Nutrient Database; Voorlichtingsbureau Voor Voeding:
Hague, The Netherlands, 2006.

27. Abbasi, A.; Peelen, L.M.; Corpeleijn, E.; Van Der Schouw, Y.T.; Stolk, R.P.; Spijkerman, A.M.W.; Van Der, A.D.L.; Moons, K.G.M.;
Navis, G.; Bakker, S.J.L.; et al. Prediction models for risk of developing type 2 diabetes: Systematic literature search and
independent external validation study. BMJ 2012, 345. [CrossRef]

28. Shabir, S.; Jham, S.; Harper, L.; Ball, S.; Borrows, R.; Sharif, A. Validity of glycated haemoglobin to diagnose new onset diabetes
after transplantation. Transpl. Int. 2013, 26, 315–321. [CrossRef]

29. O’Neill, S.; O’Driscoll, L. Metabolic syndrome: A closer look at the growing epidemic and its associated pathologies. Obes. Rev.
2015, 16, 1–12. [CrossRef] [PubMed]

30. Bedogni, G.; Bellentani, S.; Miglioli, L.; Masutti, F.; Passalacqua, M.; Castiglione, A.; Tiribelli, C. The Fatty Liver Index: A simple
and accurate predictor of hepatic steatosis in the general population. BMC Gastroenterol. 2006, 6, 33. [CrossRef]

31. Terpos, E.; Christoulas, D.; Kastritis, E.; Katodritou, E.; Pouli, A.; Michalis, E.; Papassotiriou, I.; Dimopoulos, M.A. The chronic
kidney disease epidemiology collaboration cystatin C (CKD-EPI-CysC) equation has an independent prognostic value for overall
survival in newly diagnosed patients with symptomatic multiple myeloma; is it time to change from MDRD to CKD-EPI-CysC
equations? Eur. J. Haematol. 2013, 91, 347–355.

32. Sokooti, S.; Szili-Torok, T.; Flores-Guerrero, J.L.; Osté, M.C.J.; Gomes-Neto, A.W.; Kootstra-Ros, J.E.; Heerspink, H.J.L.; Connelly,
M.A.; Bakker, S.J.L.; Dullaart, R.P.F. High-density lipoprotein particles and their relationship to posttransplantation diabetes
mellitus in renal transplant recipients. Biomolecules 2020, 10, 481. [CrossRef]

33. Ichihara, K.; Fukubayashi, Y. Preparation of fatty acid methyl esters for gas-liquid chromatography. J. Lipid Res. 2010, 51, 635–640.
[CrossRef]

34. Folch, J.; Lees, M.; Sloane Stanley, G.H. A simple method for the isolation and purification of total lipides from animal tissues. J.
Biol. Chem. 1957, 226, 497–509. [CrossRef]

35. Gore, E.J.; Gomes-Neto, A.W.; Wang, L.; Bakker, S.J.L.; Niesters, H.G.M.; de Joode, A.A.E.; Verschuuren, E.A.M.; Westra, J.;
Leer-Buter, C. Van Torquetenovirus Serum Load and Long-Term Outcomes in Renal Transplant Recipients. J. Clin. Med. 2020, 9,
440. [CrossRef]

36. Harrell, F.E.; Lee, K.L.; Mark, D.B. Multivariable prognostic models: Issues in developing models, evaluating assumptions and
adequacy, and measuring and reducing errors. Stat. Med. 1996, 15, 361–387. [CrossRef]

37. Hilbrands, L.B.; Demacker, P.N.M.; Hoitsma, A.J.; Stalenhoef, A.F.H.; Koene, R.A.P.; Hilbrands, L.B.; Hoitsma, A.J.; Demacker,
P.N.M.; Stalenhoef, A.F.H. The Effects of Cyclosporine and Prednisone on Serum Lipid and (Apo)Liproprotein Levels in Renal
Transplant Recipients1. J. Am. Soc. Nephrol. 1995, 5, 2073–2081. [CrossRef] [PubMed]

http://doi.org/10.3945/ajcn.114.101857
http://www.ncbi.nlm.nih.gov/pubmed/25787996
http://doi.org/10.1161/CIRCULATIONAHA.114.014911
http://www.ncbi.nlm.nih.gov/pubmed/26048094
http://doi.org/10.1161/JAHA.119.012881
http://www.ncbi.nlm.nih.gov/pubmed/31711385
http://doi.org/10.1093/jb/mvs105
http://www.ncbi.nlm.nih.gov/pubmed/22984005
http://doi.org/10.1194/jlr.M052456
http://doi.org/10.1093/jn/133.4.1060
http://www.ncbi.nlm.nih.gov/pubmed/12672919
http://doi.org/10.1016/j.ymgme.2012.07.015
http://doi.org/10.1111/j.1600-6143.2004.00558.x
http://doi.org/10.1016/S0272-6386(03)00034-9
http://doi.org/10.2337/dc19-0224
http://www.ncbi.nlm.nih.gov/pubmed/31296643
http://doi.org/10.1093/ajcn/58.4.489
http://doi.org/10.1136/bmj.e5900
http://doi.org/10.1111/tri.12042
http://doi.org/10.1111/obr.12229
http://www.ncbi.nlm.nih.gov/pubmed/25407540
http://doi.org/10.1186/1471-230X-6-33
http://doi.org/10.3390/biom10030481
http://doi.org/10.1194/jlr.D001065
http://doi.org/10.1016/S0021-9258(18)64849-5
http://doi.org/10.3390/jcm9020440
http://doi.org/10.1002/(SICI)1097-0258(19960229)15:4&lt;361::AID-SIM168&gt;3.0.CO;2-4
http://doi.org/10.1681/ASN.V5122073
http://www.ncbi.nlm.nih.gov/pubmed/7579056


Nutrients 2021, 13, 3383 14 of 14

38. Quehenberger, O.; Armando, A.M.; Brown, A.H.; Milne, S.B.; Myers, D.S.; Merrill, A.H.; Bandyopadhyay, S.; Jones, K.N.; Kelly,
S.; Shaner, R.L.; et al. Lipidomics reveals a remarkable diversity of lipids in human plasma1. J. Lipid Res. 2010, 51, 3299–3305.
[CrossRef] [PubMed]

39. Ohno, Y.; Suto, S.; Yamanaka, M.; Mizutani, Y.; Mitsutake, S.; Igarashi, Y.; Sassa, T.; Kihara, A. ELOVL1 production of C24
acyl-CoAs is linked to C24 sphingolipid synthesis. Proc. Natl. Acad. Sci. USA 2010, 107, 18439–18444. [CrossRef] [PubMed]

40. Kim, Y.R.; Lee, E.J.; Shin, K.O.; Kim, M.H.; Pewzner-Jung, Y.; Lee, Y.M.; Park, J.W.; Futerman, A.H.; Park, W.J. Hepatic triglyceride
accumulation via endoplasmic reticulum stress-induced SREBP-1 activation is regulated by ceramide synthases. Exp. Mol. Med.
2019, 51, 1–16. [CrossRef] [PubMed]

41. Park, J.W.; Park, W.J.; Kuperman, Y.; Boura-Halfon, S.; Pewzner-Jung, Y.; Futerman, A.H. Ablation of very long acyl chain
sphingolipids causes hepatic insulin resistance in mice due to altered detergent-resistant membranes. Hepatology 2013, 57, 525–532.
[CrossRef]

42. Szczuko, M.; Kaczkan, M.; Drozd, A.; Maciejewska, D.; Palma, J.; Owczarzak, A.; Marczuk, N.; Rutkowski, P.; Małgorzewicz, S.
Comparison of fatty acid profiles in a group of female patients with chronic kidney diseases (CKD) and metabolic syndrome
(MetS)–similar trends of changes, different pathophysiology. Int. J. Mol. Sci. 2019, 20, 1719. [CrossRef]

43. MacEyka, M.; Spiegel, S. Sphingolipid metabolites in inflammatory disease. Nature 2014, 510, 58–67. [CrossRef]
44. Ali, M.; Saroha, A.; Pewzner-jung, Y.; Futerman, A.H. LPS-mediated septic shock is augmented in ceramide synthase 2 null mice

due to elevated activity of TNF a -converting enzyme. FEBS Lett. 2015, 589, 2213–2217. [CrossRef] [PubMed]
45. Seitz, A.P.; Grassmé, H.; Edwards, M.J.; Pewzner-Jung, Y.; Gulbins, E. Ceramide and sphingosine in pulmonary infections. Biol.

Chem. 2015, 396, 611–620. [CrossRef] [PubMed]
46. Sharma, L.; Prakash, H. Sphingolipids are dual specific drug targets for the management of pulmonary infections: Perspective.

Front. Immunol. 2017, 8, 1–6. [CrossRef] [PubMed]
47. Fretts, A.M.; Mozaffarian, D.; Siscovick, D.S.; King, I.B.; McKnight, B.; Psaty, B.M.; Rimm, E.B.; Sitlani, C.; Sacks, F.M.; Song, X.;

et al. Associations of Plasma Phospholipid SFAs with Total and Cause-Specific Mortality in Older Adults Differ According to SFA
Chain Length. J. Nutr. 2016, 146, 298–305. [CrossRef]

48. Aune, D.; Keum, N.N.; Giovannucci, E.; Fadnes, L.T.; Boffetta, P.; Greenwood, D.C.; Tonstad, S.; Vatten, L.J.; Riboli, E.; Norat, T.
Nut consumption and risk of cardiovascular disease, total cancer, all-cause and cause-specific mortality: A systematic review and
dose-response meta-analysis of prospective studies. BMC Med. 2016, 14, 1–14. [CrossRef]

49. Schumann, J. It is all about fluidity: Fatty acids and macrophage phagocytosis. Eur. J. Pharmacol. 2016, 785, 18–23. [CrossRef]

http://doi.org/10.1194/jlr.M009449
http://www.ncbi.nlm.nih.gov/pubmed/20671299
http://doi.org/10.1073/pnas.1005572107
http://www.ncbi.nlm.nih.gov/pubmed/20937905
http://doi.org/10.1038/s12276-019-0340-1
http://www.ncbi.nlm.nih.gov/pubmed/31827074
http://doi.org/10.1002/hep.26015
http://doi.org/10.3390/ijms20071719
http://doi.org/10.1038/nature13475
http://doi.org/10.1016/j.febslet.2015.06.045
http://www.ncbi.nlm.nih.gov/pubmed/26183206
http://doi.org/10.1515/hsz-2014-0285
http://www.ncbi.nlm.nih.gov/pubmed/25720061
http://doi.org/10.3389/fimmu.2017.00378
http://www.ncbi.nlm.nih.gov/pubmed/28400772
http://doi.org/10.3945/jn.115.222117
http://doi.org/10.1186/s12916-016-0730-3
http://doi.org/10.1016/j.ejphar.2015.04.057

	Introduction 
	Materials and Methods 
	Study Design and Subjects 
	Assessment of Dietary Intake 
	Clinical Parameters 
	Assessment of Plasma VLSFA 
	Study Endpoints 
	Statistical Analyses 

	Results 
	VLSFA in KTR and Healthy Controls 
	Associations between VLSFA and Clinical Baseline Characteristics in KTR 
	Prospective Analyses of All-Cause and Cause-Specific Mortality 

	Discussion 
	Conclusions 
	References

