Supplementary data

Metabolic Pathway Distributions in Very Low Birth Weight Infants:
Potential Relationships with NICU Faltered Growth

S1. Association of the relative abundance of bacterial class between VLBW
infants and term infants. Each page of this file shows a separate bacterial class
which was significantly different between the two groups. The box plots indicate the
association of the metadata (here, the two groups preterm and term infants) with
the relative abundances. The strength of association is indicated by the p-value and
an FDR-corrected g-value. The partial residual plot shows the relationship between
the groups with abundances when all other variables are included in the model.
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Betaproteobacteria

0.8

0.6

0.4

0.2

0.0

typeTerm (0.0627 sd 0.00757, p=1.14e-15, q=2.28e-14)

xX@

Preterm (372)

type

Term (112)

B*typePreterm+B*typeTerm+e

0.8

0.6

0.4

0.2

0.0

Partial Residual Plot

X @

Preterm (372) Term (112)

type




Partial Residual Plot

1.63e-10)

1.22e-11,q

typeTerm (-0.322 sd 0.0463, p

QT 0T g0 00

a+wlal adAi,g+wiaraidadAig

© 9% o
ee o9

QT 0T g0 00

el1a)oegoa)oidewwen

Term (112)

Preterm (372)

Term (112)

Preterm (372)

type

type



Alphaproteobacteria
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Saprospirae
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Flavobacteriia
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Coriobacteriia
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Deltaproteobacteria
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Sphingobacteriia
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Deinococci
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Chloracidobacteria
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