Tfam - Transcription factor A, mitochondrial - Chromosome 20: 18593830- 18594066

GGCCTTCCAGCAGAATACTCAGAGGGGCCTGCGGCTATGGCGCGGCTCAGCAACACCCTTGCCAAA
CTAAACCGGCTCTGCCTAGCCGCAGGCTCCGCCCCCACTCAGCCCCGCCCACTGAACGGTGGGGGA
CACACTCCGCCTCCCGTTTGCCCCGCCTCCTGCTGCAGACCGGAAGTCTGGGCCTCCCACAGTGCC
CCGCGCGCGCGGCGGGCATGATAACAAGCCCCTGGAGTA
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Opal_Ampliconl - Mitochondrial dynamin like GTPase - Chromosome 1: 74793424- 74793585

TGGGCCAAGGCATCAAAAATCCTGTTGAACGGGGAGTGGTCACCGGCCAACTCCCGTCACTCCTCC
GGGTACTTAAACATTCGCGAGAATTCTCAAAGAGCTCCGGCCTGGCCTGAGGGTCGGTCACCTGCA
CATTCAGGAAGTAGTGATGGGTCAACCCC
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Opal_Amplicon2 - Mitochondrial dynamin like GTPase - Chromosome 1: 74793558- 74793769

TTCAGGAAGTAGTGATGGGTCAACCCCACCGTCCAGATGGCCCAGAACGTGACATAACGGGGCCAG
GTCGCAGGCCGCACTTACCAGGCCAGGGCAGCCCGACCTGCTCGCCACATCCCGCCAGCGCAGACLCC
ACACACAGGCGCCGAGACGGCCACGGGGGAGCCCCGTGTCGGCCCCACTCCGACTCCTGCTCCAGC
AATGACCCAGGAA
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Opal_Amplicon3 - Mitochondrial dynamin like GTPase - Chromosome 1: 74793743-74794121

CTCCTGCTCCAGCAATGACCCAGGAAGCGGCCCTCAGCAACAAGGGCATAGAGCAGCCGCCGAGTC
CCTCCCAATGGCGCATGGACTTCCGCAAGATCCGGCTGGGCTCCCGTAGTCAGTCCGTCCCCGAAA
TAACCACCTACAGGAACGCTAGGCAGGCTGCACAAATGTGCCGCGGATAACGTGCGCGTGCGCTAG
AGCCTGTGGGCGGGACTTGTATAGTGCTCCTCCTCTTGGCTCCGCCCCCAAAGTGTCCGGGTTGGA
ATTCTGAAAATAAACTTACCCCATTAAGGATTCCGGGAGGTCTGGGCGGGCTGGGCGCGGGAAATC
CCCACGATTAATATTTACTGGAGCAGCCAATATAAGGAGACCTGTTTC

i —a—a-a——an——ipaEn—0 — a—-m—a—
| T 1| T o TT | | |
;. TR T e =2 oo =3 = 8 0&
R I | o —= N | T | !
& ﬂl ™
o) &
]



Polg2 - DNA polymerase gamma 2, accessory subunit - Chromosome 10: 94978642-94979091

CCAAAGGTCCAAAGCCTGAGTGGCATCCGCTCAGGAGAGCAGCCGTGCTGAGCTGCTGTGGCGTTC
CGCTGAGAAAGTGCCTCCTCCGGCAGAGGTCTACCAGCGCCTCGCGGGCCAATGCATGCTCGGGGT
CCGTAGGCTGCTGCGTCCCATCTGTGGGACCCGCATATCCGGACAGCCAGCACCTGCAGGCCCTGC
GGCAGGCCCTGGCCACGCCACCCGAGTGCATCGCTTCCGGACTCGGGAACACCGGCGCCTCACGTG
GGAAGCCGTCTCTATCCTAAACCAGCACCAAAAGCCTAGGGCGCAGGCGCGGCGGAAATGAACGCG
CCGCAGACCACGCCCCCGGAAGAGCATCACCCGCTGCTGGGCCGCAGCCGCCTTGGGCGTATCCCG
GCCTCCGCGGCTGGCGCCAGCGTTTGTGGTTGTTTACTACCTTGGGGATTTTC
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Polg - DNA polymerase gamma, catalytic subunit - Chromosome 1: 141187648-141187891

CAGCATCTGGATGTGCAGAGGGTTGAGCCGCAGCTGCCCATTCTCTGAGGAGGGCATTTGCGACTG
CGGCTGCCCGTCGCTGGGGACGGGGTCGAGGACGGAGCTGGAGACCCAGCGTCCTGTTGCTGGTAC
TGGCCCTGAGGCGACTTTGGCGCCGGCCACCTTCTTCCAGAGCAGGCGGCTCATGGTTGGTGCAGG
GAGCCCCCCGCTGTGAGTCGGGACACCTGGCTTTGGGCTCCAGCT
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Fisl_Ampliconl - Fission, mitochondrial 1 - Chromosome 12: 22765212-22765439

TTTCTGACAAAGGACAGTCCCAAGAGGCCAGCCTCCGGGTAGAAGAAGTAACGGCAGGCGTTACAG
AAAGCACGCTTGGGTCCCTCTGGGAAGCCTGAATTTCCGGGTAGCGCCTCCTTAGGGGCTTCTCTA
GGAAGTCGGCTCGATGCTCTGGAGGACCCGGAGCTGATCCACTGGGAAGAGCGAGGTATTGAGTCT
GCGCAGTAGCTGGCCTTCAAAGAGGGGTG

I
!

CpG 5 —
CpG 6 —

CpG 78 —

- I
IR 7 S
5 88 & 2 g

[

Fis1_Amplicon2 - Fission, mitochondrial 1 - Chromosome 12: 22765324-22765561

CCTCCTTAGGGGCTTCTCTAGGAAGTCGGCTCGATGCTCTGGAGGACCCGGAGCTGATCCACTGGG
AAGAGCGAGGTATTGAGTCTGCGCAGTAGCTGGCCTTCAAAGAGGGGTGGGGCCGAGCGGGGCCAA
GGGCGGAGCGAGAGGACTGCGCTGACCAGTGAACGCGCGCTGCTCTACAAGGGGCGGGGCGACACT
AGGAGGGCGGGGCGCGACTGGATGCTGGAAAGAGGGTCTC

&
1

I THI T TT
S T m aE Do ="
o2 %% o 80 o 5 =
=9 0 [ o, DD e | ;
[ (] 0 5' S% EI

5708



