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Species
other
unculturedEscherichiasp.
bacteriumNLAE−zl−C316
unculturedBacillussp.
unculturedBacteroidessp.
Faecalibacteriumprausnitzii
unculturedBifidobacteriumsp.7G
bacteriumNLAE−zl−G211
unculturedgammaproteobacterium
Lactobacilluscasei
CandidatusBacteroidestimonensis
FirmicutesbacteriumDJF_VP44
LachnospiraceaebacteriumDJF_RP14
Escherichiasp.4B
unculturedactinobacterium
unculturedarchaeon
CatenibacteriummitsuokaiDSM15897
HoldemaniafiliformisDSM12042
unculturedBacteroidalesbacterium
Lactobacillussp.N1−5−2
unculturedSutterellasp.
Escherichiacoli
Shigelladysenteriae
Lactobacillussp.5−1−2
EscherichiacoliKTE141
unculturedClostridialesbacterium
Alistipessp.AL−1
bacteriumenrichmentculturecloneEcwsrb007
Sutterellawadsworthensis2_1_59BFAA

unculturedFirmicutesbacterium
unculturedbacteriumCA75
Bacteroidescoprophilus
OscillospiraceaebacteriumVE202−24
Dialistersp.oralcloneFY011
bacteriumNLAE−zl−G202
Parabacteroidesdistasonisstr.3776D15i
metagenome
Azospirillumsp.CAG:260
Anaerotruncussp.NML070203
bacteriumNLAE−zl−H174
unculturedrumenbacterium
unculturedEnterobacteriaceaebacterium
unculturedbacterium(humaninfant)S7B
unculturedStreptococcussp.
unculturedRuminococcaceaebacterium
bacteriumNLAE−zl−P241
unidentified
RuminococcusgnavusCC55_001C
swinefecalbacteriumSD−Xyl5
Bacteroidesfragilisstr.3986N(B)22
Bacteroidesvulgatus
Bifidobacteriumpseudocatenulatum
humangutmetagenome
Bacteroidesuniformisstr.3978T3ii
Ambiguous_taxa
unculturedorganism
unculturedbacterium

Mean Relative Abundance of Species per Group


