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Table S1. A comparison of the main nutrients in the two special feeds and the chow diet. 

  

 LOW GI HIGH GI CHOW 

Protein (g/100 g) 19.4 19.4 19.6 

Total Fat (g/100 g) 7.0 7.0 4.6 

Crude fibre (g/100 g) 4.7 4.7 4.5 

AD fibre (g/100 g) 4.7 4.7 
Not 

specified 

Digestible energy (MJ/kg) 16.3 16.3 14.3 

Total calculated digestible energy from lipids (g/100 g) 16.0 16.0 
Not 

specified 

Total calculated digestible energy from protein (g/100 g) 21.0 21.0 
Not 

specified 
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Figure S1. Schematic representation of the study design. GI: glycaemic index, CC: chow maternal, 

chow offspring diet, HH: high GI maternal, high GI offspring diet, LL: low GI maternal, low GI 

offspring diet, HC: high GI maternal, chow offspring diet, LC: low GI maternal, low GI chow diet, 

PH: placenta from high GI mothers, LH: placenta from low GI mothers. 
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Table S2: Oligonucleotide sequences. 

Oligonucleotide name Length 

(bp) 

Tm 

(°C) 

GC (%) Sequence (5’- 3’) 

Mus_FTO_fwd 20 64.0 60 GTG AGG ACG AGT CCA GCT TC 

Mus_FTO_rev 20 64.0 55 AGC AGT CTC CCT GGT GAA GA 

Mus_Lep_fwd 20 63.8 45 CTC TTT CCG GAA CAT TTG GA 

Mus_Lep_rev 20 63.7 45 GCT CAG CAA TAT GCC AAC AA 

Mus_Agrp_fwd 20  55 GGC CTC AAG AAG ACA ACT GC 

Mus_Agrp_rev 20  55 GAC TCG TGC AGC CTT ACA CA 

Mus_Npy_fwd 20  55 AGA GAT CCA GCC CTG AGA CA 

Mus_Npy_rev 20  50 GAT GAG GGT GGA AAC TTG GA 

Mus_Pomc_fwd 21  52 ACG TGG AAG ATG CCG AGA TTC 

Mus_Pomc_rev 21  52 GCA CCA GCT CCA CAC ATC TAT 

Mus_Cartpt_fwd 21  52 TAC TGC TAC CTT TGC TGG GTG 

Mus_Cartpt_rev 21  52 TTC GAT CAG CTC CTT CTC GTG 

Mus_Lepr_fwd 21  52 TCT GGA GCC TGA ACC CAT TTC 

Mus_Lepr_rev 21  52 AGG GTC TGG TGT GGT CAA AAG 

Mus_18s_fwd 20 67.6 60 CAC GGC CGG TAC AGT GAA AC 
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