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Figure S1. Profiles of (a) OM, the degradation rate of (b) cellulose, (c) hemicellulose, (d) lignin.
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Figure S2. Similarity analysis of bacterial and fungal communities in the different composts. Venn
diagram of (a) bacterial OTUs of three groups; (b) fungal OTUs of three groups; (c) bacterial OTUs in S1
at the different timepoints; (d) fungal OTUs in S1 at the different timepoints.



OTU400 Mycohermus
OTU41 Mycothermus
OTUA427 unclassified Sordariales
OTU430 Coniolariella
0OTU549 Scedosporium
0TU412 Phialemoniopsis
OTU61 unclassified Eurotiales
o) Thermomyces
889 Aspergillus
OTU877 Penicillium
0TU688 Aspergillus
OTU333 Aspergillus
OTU810 Pseudeurotium
0OTU322 unclassified Sordariomycetes
OTU358 Pyrenochaetopsis
0OTU207 Ascochyta
0OTU802 Wallemia
QTU478 Apiotrichum
OTU381 C taneotrichosporon
OTU379 Candida
0OTU580 unclassified Fung
0TUB846 unclassified Fung
0TU486 unclassified Fungi
0OTU718 unclassified Fungi
0TU153 unclassified Fung
OTUB851 unclassif
OTU31 unclassif
OTU13 uncl ass%ed Fung
f

0OTU819 unclass
0OTU669 unclass
OTU535 unclassified Fungi
OTU11 unclassified Fungi
OTU762 unclassified Fungi

—® OTU336 unclassified Neocallimastigaceae
o 0OTU291 Mortierella
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Figure S3. Phylogram of the top 30 fungal species in S1 compost.



