Figure S1. (a) Rarefaction Curves. X-axis: sequence number selected randomly in the samples; y-axis: number of OTUs. Individual samples are represented by different colors; (b) Species accumulation boxplots; X-axis: sample size; y-axis: OTUs after sampling. The samples of sheep are labelled as “WSE”, goat labelled as “WGA” and camels labelled as “WCM”.

[bookmark: _Hlk38787467][bookmark: _Hlk38787491]Figure S2. Top 15 bacteria in the gut microbiota of all samples. (a) Phylum level; (b) Family level; (c) Genus level. The samples of sheep are labelled as “WSE”, goat labelled as “WGA” and camels labelled as “WCM”.

[bookmark: _Hlk38787520]Figure S3. Top 15 bacteria in the gut microbiota of 3 species (sheep, goat, camel). (a) Phylum level; (b) Family level; (c) Genus level. 

