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Abstract: Treatment with second-generation antipsychotics (SGAs) can cause obesity and other
cardiometabolic disorders linked to D2 receptor (DRD2) and to genotypes affecting dopaminergic
(DA) activity, within reward circuits. We explored the relationship of cardiometabolic alterations
with single genetic polymorphisms DRD2 rs1799732 (NG_008841.1:g.4750dup -> C), DRD2 rs6277
(NG_008841.1:g.67543C>T), COMT rs4680 (NG_011526.1:g.27009G>A), and VNTR in both DRD4
NC_000011.10 (637269-640706) and DAT1 NC_000005.10 (1392794-1445440), as well as with a multilo-
cus genetic profile score (MLGP). A total of 285 psychiatric patients treated with SGAs for at least three
months were selected. Cardiometabolic parameters were classified according to ATP-III and WHO
criteria. Blood samples were taken for routinely biochemical assays and PCR genotyping. Obesity
(BMI, waist (W)), high diastolic blood pressure (DBP), and hypertriglyceridemia (HTG) were present
in those genetic variants related to low dopaminergic activity: InsIns genotype in rs1799732 (BMI: OR:
2.91 [1.42–5.94]), DRD4-VNTR-L allele (W: OR: 1.73 [1.04–2.87]) and 9R9R variant in DAT1-VNTR
(W: OR: 2.73 [1.16–6.40]; high DBP: OR: 3.33 [1.54–7.31]; HTG: OR: 4.38 [1.85–10.36]). A low MLGP
score indicated a higher risk of suffering cardiometabolic disorders (BMI: OR: 1.23 [1.05–1.45]; W:
OR: 1.18 [1.03–1.34]; high DBP: OR: 1.22 [1.06–1.41]; HTG: OR: 1.20 [1.04–1.39]). The MLGP score
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was more sensitive for detecting the risk of suffering these alterations. Low dopaminergic system
function would contribute to increased obesity, BDP, and HTG following long-term SGA treatment.

Keywords: atypical antipsychotic; dopaminergic system; polymorphisms; multilocus genetic profile
score; cardiometabolic disorders

1. Introduction

Patients with severe mental disorders, such as schizophrenia or bipolar disorder, re-
ceiving antipsychotic (AP) treatment have a higher risk of developing obesity, as well
as metabolic and blood pressure disorders, than the general population. First-generation
antipsychotics can produce obesity and other cardiometabolic alterations, and second-
generation antipsychotics (SGAs) produce a 1.5-fold risk increase, with clozapine and
olanzapine being the most harmful [1,2]. These obesity-related cardiometabolic disorder
parameter alterations can lead to the development of metabolic syndrome after long-term
SGA treatment, thus increasing the risk of endocrine and cardiovascular diseases [3], mor-
bidity, and mortality [4]. Compared with the general population, in patients treated with
antipsychotics, obesity prevalence is estimated as 45–55%, metabolic syndrome prevalence
is estimated as 24–52%, and life expectancy is reduced by 20% [1,4,5].

Predisposition to suffer side effects with antipsychotic treatment varies between in-
dividuals, as well as their type and severity. Family genetic studies and genome-wide
association studies have shown that obesity produced by antipsychotics is influenced by
genetic and environmental factors [6,7]. Recent literature supports the participation of
polymorphisms in different genes, common to the general population, related to systems
targeted by antipsychotics, as well as hormones inducing satiety and energy [7,8]. However,
there are no markers that identify those patients vulnerable to these side effects, which
might guide professionals to treatment choice, selection, and application.

The underlying mechanisms involved in the development of obesity and metabolic al-
terations induced by the SGAs are multifactorial and remain unclear [9]. Direct effects have
been described at both central and peripheral levels. At the central level, several studies
relate the effects of SGAs such as D2 dopaminergic receptor (DRD2) antagonists to these
negative effects [10–14], influencing the neuronal systems associated with food addiction
and reward mechanisms in DA-dependent mesolimbic and mesocortical pathways [15,16].

It is theorized that a hypo-responsive reward circuit pushes overfeeding to compensate
for the lack of DA [15,17,18]. In animal models with low DA levels, feeding-enhancing
behavioral tasks, such as overeating, help to restore normal DA levels by engaging in
reward-predicting activities [19]. This is in line with the fact that the administration of DA
agonists reduces food intake, leading to weight loss [20,21], and DRD2 blockade increases
food intake, resulting in weight gain [11,22,23]. Likewise, functional neuroimaging studies
in humans have shown deficiencies in the dopaminergic reward pathways, demonstrating
that a decrease in the availability of DRD2 and the DAD4 (DRD4) receptors is determinant
for obesity.

Consistent with this hypothesis, genotypes associated with reduced DA signaling
have been shown to correlate with obesity and lipid alterations [24–30], and to influ-
ence eating behavior by means of increased intake frequency and preference for high-fat
foods [31,32]. In this sense, individuals with the InsIns genotype of the DRD2rs1799732
(-141C Ins/Del; NG_008841.1:g.4750dup -> C), and those with the TT genotype of
DRD2rs6277 (NG_008841.1:g.67543C>T), both associated with a lower DRD2 density in
the striatum [33,34]), have been described as being at higher risk for developing eating disor-
ders and obesity compared with individuals with InsDel genotypes in DRD2rs1799732 and
CT and CC genotypes in DRD2rs6277 [25,26,28]. In the DRD4 gene, when studying poly-
morphism of variable numbers (48 base pairs) of tandem repeats (VNTR) (NC_000011.10
(637269-640706 insertion), individuals with the seven-repeat or longer allele (DRD4-L),
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which confers low DA signaling in the striatum [35,36], were shown to have a higher risk for
obesity than individuals with shorter alleles (DRD4-S) [37,38]. In terms of VNTR polymor-
phism (40 base pairs) in the DAT gene (DAT1/SLCA3: NC_000005.10 (1392794-1445440),
complement), individuals with the nine-repeat allele (9R), associated with increased DAT1
expression [39], correlate with an increased risk for obesity compared with individuals with
ten-repeat allele (10R) [40,41]. Lastly, in the catechol O-methyltransferase gene (COMT),
rs4680 (Val158Met), (NG_011526.1:g.27009G>A; G to A base change, resulting in a change
of the amino acid valine (Val) to a methionine (Met) in the protein, which results in reduced
enzyme activity); it has been shown that the GG (ValVal) genotype, related to a greater
enzyme activity [42], is associated with obesity and hypercholesterolemia [43,44].

Evidence supporting weight gain and alterations in metabolic indicators after admin-
istration of SGAs is controversial. While associations between weight gain and metabolic
traits have been found in low-DA-activity genotypes of SNPs in DRD2 rs1799732 and
rs6277 [45–47], VNTR in the DRD4 gene [48] and in the COMT gene, and the ValVal rs4680
genotype [49], other studies are inconsistent with this hypothesis [46,49–55]. A single study
evaluating the relationship between DAT1 and weight gain produced by the administration
of antipsychotics did not report an association [54].

There is extensive evidence implicating the influences of different common poly-
morphisms on multiple genes, each with a small effect on the development of disorders,
behaviors, and complex diseases such as obesity [7,8]. Furthermore, since polygenic dis-
orders are genetically heterogeneous, the associations described may not be replicated
equally in all studies [56]. To overcome this, several groups have shown that the additive
effect of multiple genes within a biological pathway exhibits greater predictive power than
any single SNP within the score [41,57–59]. Thus, a biologically informed polygenic index,
called “multilocus genetic profile” (MLGP) score, combining the influence of multiple
polymorphic dopamine functional markers (polymorphisms in the genes DRD2, DRD4,
DAT1, and COMT), was used to determine the genetic risk. All markers were already indi-
vidually associated with variations in striatal dopamine signaling. These studies showed
that the use of the MLPG score demonstrated greater reliability or influence on striatal
dopaminergic signaling than each locus individually in healthy volunteers [41,57–59].

On the basis of the described findings, we hypothesized that those patients with a
low DA activity genetic profile (low density or affinity for DRD2 and DRD4, higher DAT
reuptake, and higher DA catabolism through COMT, which would contribute to a lower
availability of DA) may have higher risk of obesity and adverse cardiometabolic effects
when treated with SGAs. Thus, our first aim was to determine the associated risk for
each individual genotype (DRD2rs1799732, DRD2rs6277, DRD4-VNTR, DAT1-VNTR, and
COMTrs4680) in a population of patients receiving antipsychotic treatment. In addition,
we analyzed whether the combined risk of the five genotypes (MLGP score) in this same
cohort of patients resulted in a greater risk or sensitivity than the individual genotypes.

2. Materials and Methods

The sample consisted of 285 patients with severe mental disorders, according to DSM-
IV criteria, who received SGA treatment for a minimum period of 3 months. All participants
were Caucasian, of both sexes, and between 18 and 65 years of age. The patients came from
the Basque Health Service, Osakidetza in Bizkaia, Spain. Patients with congenital endocrine-
metabolic diseases, eating disorders, and substance use disorder, who were pregnant or
lactating, and who habitually consumed substances of abuse were excluded. Occasional
use of alcohol and cannabis was allowed (one or two days per week). All patients were
informed of the details of the study and signed consent to participate in the study. The
project was carried out following the requirements of the Declaration of Helsinki and with
the approval of the Ethics Committee of the Basque Country. As this was a naturalistic
study, there were no specific treatment guidelines (medications and/or psychotherapy).

The following variables were colle”ted:’age, sex, age of the psychiatry disorder onset,
level of education, marital status, tobacco, alcohol and occasional cannabis use, blood
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pressure, AP treatment type and daily dose, concomitant treatments, and treatment for
cardiometabolic alterations. The duration of the illness was calculated as the difference
between the age of recruitment and psychiatric illness onset. The prescribed daily doses of
Aps were converted to an estimated equivalent amount of chlorpromazine according to the
international consensus [60].

Patients were assigned to the monotherapy group if they only received SGA and to
the polytherapy group if, in addition to an SGA, they received more than one antipsychotic
(SGA, typical or first-generation antipsychotic). In both groups, treatment with mood
stabilizers, antidepressants, and anxiolytics was allowed.

Body mass index (BMI) was used to assess general obesity and waist circumference
(W) to determine abdominal obesity. Weight and height parameters were collected for
BMI calculation [weight (kg)/height (m)2]. An age-corrected BMI over 25 was considered
an indicator of cardiometabolic risk, following WHO criteria. W was measured at the
midpoint of the abdominal area, between the lower margin of the tenth rib and the upper
edge of the iliac crest, after a normal expiratory breath. The criteria established by the
National Cholesterol Education Program Adult Treatment Panel III (ATP III) was used to
determine cardiometabolic risk according to the presence of central abdominal obesity (W:
women > 88 cm, men > 102 cm).

Blood pressure data and serum triglyceride (TG), high-density lipoprotein choles-
terol (HDL), and glucose levels were collected following ATP-III criteria: blood pressure:
≥130/85 mm Hg or treatment with antihypertensive drugs, TG levels: ≥150 mg/dL and
HDL levels: women < 50 mg/dL, men < 40 mg/dL), treatment with lipid-lowering drugs
and glucose levels: ≥100 mg/dL, or treatment with hypoglycemic drugs.

Patients were considered to have high blood pressure when they had altered levels
of systolic (SBP) and diastolic blood pressure (DBP). Patients were also considered to
have dyslipidemia when they presented altered serum levels of TG (hypertriglyceridemia,
(HTG)), HDL, or both.

Samples for DNA collection and biochemical assays were obtained between 8 and
8:30 a.m., after 12 h of fasting. Serum fasting concentrations of TG, HDL, and glucose were
assessed using standard techniques in laboratory analysis.

DNA was extracted from the blood samples via a commercial kit. The DRD2rs1799732,
DRD2rs6277, and COMTrs4680 genes were identified by real-time PCR. The 48 bp DRD4-
VNTR and 40 bp DAT1-VNTR genes were genotyped using endpoint PCR and subsequent
separation of the fragments on a 1.4% agarose gel. Details of reagents and PCR conditions
are shown in Supplementary Table S1. All polymorphisms were analyzed twice.

The positions of the five polymorphisms are shown in Supplementary Table S2. Their
genotypes were grouped as follows: (i) DRD2rs1799732, only InsIns homozygotes were
compared with InsDel heterozygotes (due to the relatively low frequency of the Del allele);
(ii) DRD2rs6277, the three groups were compared (homozygous C, heterozygote CT, and
homozygous T); (iii) COMTrs4680, the three groups (Met homozygotes, ValMet heterozy-
gotes, and Val homozygotes) were compared; (iv) DRD4-VNTR, genotypes formed by one
or two DRD4-L alleles were compared with genotypes formed by two alleles of DRD4-S; (v)
DAT1-VNTR, nine-repeat homozygotes (9R9R), nine- and ten-repeat heterozygotes (9R10R),
and ten-repeat homozygotes (10R10R) were compared.

We used an MLGP score that reflected the total number of the five DA genotypes, in
parallel to the general approach used by other authors [41,58,59]. Genotypes purportedly
associated with low DA signaling received a score of 0, and those purportedly associated
with high DA received a score of 1. In addition, genotypes associated with an intermediate
signaling force received a score of 0.5. Specifically, InsIns genotypes in DRD2rs1799732, TT
in DRD2rs6277, ValVal in COMTrs4680, 9R9R in DAT1-VNTR, and carriers of the DRD4-L
variant in DRD4-VNTR were assigned a score of 0; InsDel genotypes in DRD2rs1799732,
CC in DRD2rs6277, MetMet in COMTrs4680, 10R10R in DAT1-VNTR, and carriers of the
DRD4-S variant in DRD4-VNTR were assigned a score of 1; heterozygotes CT DRD2rs6277,
ValMet in COMTrs4680, and 9R10R in DAT1-VNTR received a score of 0.5.
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The Shapiro–Wilk test was applied to determine whether these variables followed a
normal distribution. The quantitative variables with normal distribution were calculated as
the mean and standard deviation (mean ± sd). The qualitative variables were summarized
by the absolute and relative frequencies of each of their categories. Comparisons between
groups were made via the Student’s t-test when the variables were quantitatively normal
or via Mann–Whitney U when not. For qualitative variables, the chi-square test with
continuity correction or Fisher’s exact test were used. We calculated the OR with a 95% CI.

To determine whether the clinical–demographic variables influenced the statisti-
cally significant associations observed among the presence of obesity, other altered car-
diometabolic disorder parameters, and SNP genotypes, an analysis was performed using
multivariable logistic regression models, including the variables that presented a p-value
≤0.15 in univariate analysis [61]. The obesity indicators and the remaining cardiometabolic
disorder parameters constituted the dependent variables, while polymorphisms and MLGP
score constituted the independent variables. Sex, age, onset, tobacco, alcohol and/or
cannabis use, AP treatment type and daily dose, and concomitant treatment were included
as covariates. Adjusted OR was calculated with a 95% CI. Nagelkerke’s R2 coefficient was
used to estimate the approximate percentage of variance explained by the models. The
goodness of fit to the model was assessed using the Hosmer–Lemeshow test. Variables
with the highest p-value were discarded until reaching a model in which all covariates were
significant and the goodness of fit to the model was adequate.

The statistical power was calculated following the formulas used In the pwr and Soper
DS library (Multiple Regression Post-hoc Statistical Power Calculator et al., 2022). The level
of statistical significance was set at 0.05 (Supplementary Tables S3 and S4). All statistical
analyses were performed using the statistical program R 4.0.1 and IBM SPSS Statistics for
Windows, Version 23.0.

3. Results
3.1. Sample Characteristics, Obesity Indicators, and Cardiometabolic Parameters

The clinical–demographic features, obesity frequency, and other altered cardiometabolic
disorder markers of patients on antipsychotic treatment are shown in Table 1. Three pa-
tients had missing data for glucose levels and AP daily doses, two patients had missing
data for marital status, alcohol consumption, W, SBP, DBP, TG, and HDL levels, one patient
had missing data for diagnosis, age, tobacco use, cannabis, antipsychotic treatment, and
height, and 17 patients had missing data for the age of illness onset. Data regarding phar-
macological treatments are shown in Table 2. One patient had missing data for treatment.
Overall, 31% of patients were treated with clozapine or olanzapine, the two SGAs that
present the highest risk of inducing weight gain or worsening of metabolic parameters,
whilst more than 50% of patients were treated with medium-risk SGAs, with quetiapine,
risperidone, and paliperidone being the most prescribed.

When performing the univariate analysis, we observed some associations between
clinical–demographic variables and the cardiometabolic parameters studied. We found
that BMI was related to time of illness, and it was higher in patients with fewer years
of illness (normal BMI: 23.7 ± 11.5 y, n = 74 and obesity BMI: 19.5 ± 10.7 y, n = 192,
p = 0.008). When evaluating W, we saw that women had a higher risk of abdominal obesity
than men (women/men: 73%/48%; OR: 2.90 [1.70–4.95]). Likewise, we observed that
patients with high SBP and high DBP were older (normal SBP: 42.4 ± 10 y, n = 177; high
SBP: 46.8 ± 10.6 y, n = 105, p = 0.002, and normal DBP: 42.4 ± 10 y, n = 164, high BDP;
45.7 ± 10.7 y, n = 118, p = 0.012) and had more time of illness (normal SBP 19.5 ± 10.3 y,
n = 166; high SBP: 22.9 ± 12 y, n = 99, p = 0.038, and normal BDP: 19.3 ± 10.7 y, n = 157; high
BDP; 22.8 ± 11.2 y, n = 108, p = 0.013). When evaluating metabolic parameters, we found
that the risk of having HTG was related to the onset of the illness, being higher in patients
with later onset (normal TG: 22.0 ± 7.7 y, n = 152; HTG: 24.5 ± 8.5 y, n = 113, p = 0.028).
We also saw that the risk of hyperglycemia (Hglu) was higher in the oldest (normal Glu:
42.6 ± 10.6 y, n = 201; Hglu: 47.1 ± 10.3 y, n = 81, p = 0.001) and in those individuals with the
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longest illness time (normal Glu: 19.4 ± 11 y n = 187; Hglu: 24.2 ± 10.6 y, n = 77, p = 0.001).
Other parameters did not reach significant associations (Supplementary Table S5).

In relation to treatment, we found that patients with Hglu were in treatment with
more than one antipsychotic (Hglu: mono/polytherapy 21.7%/39.1%, p = 0.002, OR: 2.37
[1.4–4.02]. Likewise, we saw that the risk of arterial hypertension was higher in patients
with longer antipsychotic treatment (normal SBP: 25.3 ± 40.2 months, n = 177; high SBP:
31.8 ± 43.0 months, n = 105; p = 0.013 and normal BDP: 24.3 ± 38.2 months, n = 164; high
BDP: 32.5 ± 45.2 months, n = 118, p = 0.047). We did not find significant associations with
other parameters (Supplementary Table S5).

Table 1. Clinical–demographic data, diagnosis and treatment of the sample.

Variables N Mean

Age (years) 284 43.8 ±10.7
Onset (years) 268 23.0 ± 8.2
Illness duration (years) 268 20.7 ± 11.1
Sex (men) 188 66.0

Educational level

Without studies 15 5.3
Primary 139 48.8
High school 98 34.4
University 32 11.6

Marital status
Single 229 80.9
Married, couple 23 8.1
Widowed, divorced 31 11.0

Tobacco use
User 190 66.9
Not user 83 29.2
Former user 11 3.9

Alcohol use
Ocassional user 45 15.9
Not user 231 81.6
Former user 7 2.5

Cannabis use
Ocassional user 40 14.1
Not user 235 82.7
Former user 9 3.2

Diagnosis

Schizophrenia 209 73.6
Bipolar disorder 48 16.9
Psychotic disorder 16 5.6
Personality disorder 7 2.5
Others 4 1.5

AP treatment

Monotherapy n (%) 169 59.3
Polytherapy n (%) 115 40.4
Daily doses (mg/day) 281 669.8 ± 445.7
Treatment time (months) 284 27.9 ± 41.4

Concomitant treatment
Mood stabilizers 69 24.2
Antidepressants 51 17.9
Anxiolytics 185 65.1

Obesity, cardiometabolic
disorders parameters

Obesity, BMI a 204 71.8
Abdominal obesity, W b 160 56.5
High SBP b 105 37.1
High DBP b 118 41.7
HTG b 120 42.4
L-HDL b 152 53.7
Hyperglycemia b 81 28.7

AP: antipsychotic, SBP and DBP: systolic and diastolic blood pressure, HTG: hypertriglyceridemia, L-HDL: low
levels of high-density lipoproteins. Diagnostic criteria of WHO a and ATP-III b.
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Table 2. Type of antipsychotic treatment and number of patients treated with 1, 2, or 3 antipsychotics.

Antipsychotic Treatment (AP) N % 1AP 2AP 3AP

284 100 169 (59.5%) 102 (35.9%) 13 (4.6%)

SGA

Clozapine 87 30.6 38 43 6
Olanzapine 75 26.4 45 25 5
Quetiapine 44 15.5 20 18 6
Risperidone 45 15.8 21 21 3
Paliperidone 48 21.1 30 24 4
Amisulpride 12 4.2 1 9 2
Aripiprazole 51 17.3 12 32 7
Asenapide 6 2.1 2 4 0
Lurasidone 1 0.4 0 0 1
Fluphenacin 1 0.4 0 1 0

FGA combined with SGA

Haloperidol 9 3.2 0 7 2
Clotiapine 14 4.9 0 11 3
Zuclophentyxol 7 2.5 0 7 0
Levopromycin 2 0.7 0 2 0

SGA: second-generation antipsychotics; FGA: first-generation antipsychotics. 1AP, 2AP, 3AP: patients treated
with 1, 2, or 3 antipsychotics.

3.2. Relationship between the Presence/Absence of Obesity, BMI, and Abdominal Obesity and the
Studied Genotypes

All SNPs were in Hardy Weinberg equilibrium. We observed statistically significant
associations for BMI and W according to their genotype in DRD2rs1799732, DAT1-VNTR,
and DRD4-VNTR (Figure 1). In relation to BMI, we found that InsIns homozygous patients
in DRD2rs1799732 had a higher frequency of obesity BMI than patients carrying the Del
allele (Figure 1a, X2: 8.12, df: 1, p = 0.004, OR: 2.76 [1.41–5.40]). In the case of DAT1-VNTR,
9R9R homozygotes patients in DAT1-VNTR showed a tendency toward a higher risk of
obesity BMI than 10R10R homozygotes patients (Figure 1b, X2: 4.24, df: 2, p = 0.120,
OR: 2.82 [1.02–7.82]). These associations remained statistically significant between BMI
and DRD2rs1799732 and DAT1-VNTR when considering clinical–demographic variables
(Table 3). The models for DRD2rs1799732 and DAT1-VNTR explained approximately 8.4%
and 6.7% of the variability of the identification accuracy for BMI, respectively (Table 3). In
relation to DRD4-VNTR, the patients carrying one or two DRD4-L variants in DRD4-VNTR
had a tendency for a higher risk of obesity BMI than patients carrying two DRD4-S variants
In DRD4-VNTR (X2: 3.54, df: 1, p = 0.060, OR: 1.77 [1.01–3.09]). When including the
remaining demographic and clinical variables in the model, no relation was confirmed.

Likewise, for W, we found that patients with one or two DRD4-L variants in DRD4-
VNTR or 9R9R homozygous in DAT1-VNTR had a higher risk of abdominal obesity than
carriers of two DRD4-S variants (Figure 1c, X2: 3.76, df: 1, p = 0.052, OR: 1.67 [1.02–2.74])
and 10R10R homozygotes in DAT1-VNTR (Figure 1d, X2: 6.05, df: 2, p = 0.049, OR: 2.77
[1.20–6.36]). The associations found remained significant when including the remaining
demographic and clinical variables (DRD4-VNTR: X2: 20.89, df: 2, p < 0.001 and DAT1-
VNTR: X2: 22.12, df: 3, p < 0.001) (Table 3). The models explained approximately 9.5% and
10.1% of the variability of the identification accuracy for W, respectively. No associations
between DRD2rs6277 or COMTrs4680 and BMI and W were detected (Supplementary
Table S6).

Lastly, we found that a shorter illness time with SGA was related to a higher risk of
obesity BMI, and that women had a higher risk of presenting abdominal obesity than men
(Table 3).
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Figure 1. (a) Percentage distribution of DRD2rs1799732 genotype, according to the presence/absence
of obesity, following the WHO criteria for BMI in antipsychotic-treated patients. Association analysis
and OR [95% CI] using univariate logistic regression were: InsIns, OR: 2.76 [1.41–5.40]. (b) Percentage
distribution of DAT1-VNTR genotype according to the presence/absence of obesity following the
WHO criteria for BMI in antipsychotic-treated patients. Association analysis and OR [95% CI] using
univariate logistic regression: 9R9R vs. 10R10R, OR: 2.82 [1.02–7.82]. (c) Percentage distribution of
DRD4-VNTR genotype, according to the presence/absence of obesity, following the ATP-III criteria
for waist circumference in antipsychotic-treated patients. Association analysis and OR [95% CI]
using univariate logistic regression: DRD4-L, OR: 1.67 [1.02–2.74]. (d) Percentage distribution of
DAT1-VNTR genotype, according to the presence/absence of obesity, following the ATP-III criteria
for waist circumference in antipsychotic-treated patients. Association analysis and OR [95% CI] using
univariate logistic regression: 9R9R vs. 10R10R, OR: 2.77 [1.20–6.36]. The number of patients in each
group is shown inside each bar.

Table 3. Results of the multivariate logistic regression model (MLR) between the presence/absence
of obesity, following the WHO criteria for BMI and ATP-III criteria for waist circumference, and the
genotypes of the polymorphisms.

MLR X2 Nag R2 OR 95% CI p

BMI

DRD2rs1799732 ref InsDel 15.91 0.084
InsIns 2.91 1.42–5.94 0.003
Illness duration 0.97 0.94–0.99 0.010

DAT1-VNTR ref 10R10R 12.61 0.067
9R9R 3.23 1.04–10.01 0.042
9R10R 1.13 0.64–2.01 0.671
Illness duration 0.97 0.94–0.99 0.006

W

DAT1-VNTR ref 10R10R 22.12 0.101
9R9R 2.73 1.16–6.40 0.021
9R10R 1.22 0.73–2.04 0.447
Sex (Wo/M) 2.88 1.68–4.95 <0.001

DRD4-VNTR ref DRD4-S 20.89 0.095
DRD4-L 1 or 2 1.73 1.04–2.87 0.035
Sex (Wo/M) 2.95 1.72–5.06 <0.001

VNTR: variable number of tandem repeats; DRD2: dopamine receptor type 2; COMT: catechol O-methyltransferase;
DAT1: dopamine transporter; DRD4: dopamine receptor type 4; Wo: women; M: men; BMI: body mass index;
W: waist circumference; Nag R2: Nagelkerke’s R2. Significant associations are shown in bold (p < 0.05).
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3.3. Relationship between the Presence of High Diastolic Blood Pressure, Hyperlipidaemia, and
Hyperglycaemia and the Studied Genotypes

We did not observe any association between the cardiometabolic disorder parameters
classified according to ATP-III criteria and the genotypes of the DRD2 and DRD4 studied
genes (Supplementary Table S5).

Regarding DAT1-VNTR, 9R9R homozygotes patients had a higher frequency of ele-
vated DBP and HTG levels than 10R10R homozygous patients (Figure 2A, DBP: X2: 9.82,
df: 2, p = 0.007 OR: 3.33 [1.54–7.23] and Figure 2B, TG: X2: 12.70, df: 2, p = 0.002, OR: 3.94
[1.77–8.76]). For COMT rs4680, we found that ValMet heterozygous patients showed a
tendency to have a lower frequency of HTG levels than ValVal homozygotes (X2: 5.87,
df = 2, p = 0.058, OR: 0.55 [0.32–0.97]). In SBP, serum levels of HDL and glucose parameters
exhibited no relationship (Supplementary Table S6).
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Figure 2. (A) Percentage distribution of DAT1-VNTR genotypes, according to the presence/absence
of altered diastolic blood pressure values. Association analysis and OR [95% CI] using univariate
logistic regression: 9R9R vs. 10R10R, OR: 3.33 [1.54–7.23]. (B) Percentage distribution of DAT1-VNTR
genotypes, according to the presence/absence of triglyceride levels in antipsychotic-treated patients.
Association analysis and OR [95% CI] using univariate logistic regression: 9R9R vs. 10R10R, OR: 3.94
[1.77–8.76]. The number of patients in each group is shown inside each bar.

The associations found between DBP and TG levIls in DAT1-VNTR polymorphism
remained significant when including the remaining demographic and clinical variables in
the DAT1-VNTR model (Table 4). The models explained approximately 7.5% and 9.9% of
the variability of the identification accuracy for DBP and TG, respectively. Furthermore, we
observed that older patients had a higher risk of presenting high DBP levels (Table 4). For
rs4680, no association with TG was found when the remaining variables were included.

Table 4. Results of the multivariate logistic regression model between the presence/absence of altered
diastolic blood pressure and triglyceride levels using ATP-III criteria in antipsychotic-treated patients
and the genotypes of the studied polymorphisms.

MLR X2 Nag R2 OR 95% CI p

DBP

DAT1-VNTR ref 10R10R 15.88 0.075

9R9R 3.33 1.54–7.31 0.003
9R10R 1.36 0.81–2.28 0.252
Age 1.03 1.01–1.05 0.015

TG

DAT1-VNTR ref 10R10R 20.26 0.099

9R9R 4.38 1.85–10.36 0.001
9R10R 1.05 0.61–1.79 0.867
Onset 1.04 1.01–1.07 0.014

VNTR: variable number of tandem repeats; DRD2: dopamine receptor type 2; COMT: catechol O-methyltransferase;
DAT1: dopamine transporter; DBP: diastolic blood pressure; TG: triglyceride; Nag R2: Nagelkerke’s R2. Significant
associations are shown in bold (p < 0.05).
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3.4. Relationship of the Presence/Absence of Obesity and Cardiometabolic Disorder Parameters
Alterations with MLGP Score

Patients with elevated BMI, W, DBP, and TG levels had a lower MLGP score compared
with patients who did not present blood pressure and metabolic alterations and obesity
(Figure 3). These associations remained statistically significant when considering clinical–
demographic variables (Table 5). Thus, in relation to BMI and W, we found that the model
explained approximately 7.6% and 9.9% of the variability of the identification accuracy for
BMI and W, respectively. In addition, regarding DBP and TG, we found that the model
explained approximately 6.6% and 6.3% of the variability of the identification accuracy for
DBP and TG, respectively. Any relationship of SBP and serum levels of HDL and glucose
with MLPG score was not detected (MLPG score (mean ± sd), normal SBP 2.29 ± 0.87,
n = 178 and high SBP: 2.32 ± 0.91, n = 105, p = 0.764; normal HDL: 2.36 ± 0.90, n = 131 and
low HDL: 2.25 ± 0.86, n = 152, p = 0.270; normal Glu: 2.32 ± 0.86, n = 201 and high Glu:
2.27 ± 0.92, n = 81, p = 0.669).
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Figure 3. Mean MLPG score according to the presence/absence of obesity following the WHO criteria
for BMI (a), the ATP-III criteria for waist circumference (b), the presence/absence of altered values in
diastolic blood pressure (c), and triglyceride levels (d) in antipsychotic-treated patients. MLGP score
data are expressed as the mean ± sd. The number of patients in each group is shown inside each bar.
* Significant association according to Mann–Whitney U test: (a) p = 0.011, (b) p = 0.016, (c) p = 0.012,
and (d) p = 0.005.

Table 5. Results of the multivariate logistic regression model (MLR) between the presence/absence
of obesity, altered diastolic blood pressure and triglyceride levels, and the multilocus genetic profile
score in antipsychotic-treated patients.

Variable Univariant
Analysis MLR

p X2 Nag R2 OR 95% CI p

BMI

14.38 0.076
MLGP 1 score 0.011 0.81 0.69–0.95 0.010
Onset 0.066
Illness duration 0.008 0.97 0.94–0.99 0.007
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Table 5. Cont.

Variable Univariant
Analysis MLR

p X2 Nag R2 OR 95% CI p

W

21.80 0.099
MLGP score 0.016 0.852 0.74–0.97 0.021
Sex (Wo/M) <0.001 2.92 1.70–4.99 <0.001
Age 0.101
Onset 0.086
Treatment time 0.124

DBP

14.18 0.066
MLGP score 0.012 0.82 0.71–0.94 0.006
Age 0.002 1.03 1.01–1.05 0.014
Illness duration 0.038
Treatment time 0.013
AP daily doses 0.070

TG

12.77 0.063
MLGP score 0.002 0.83 0.72–0.96 0.014
Onset 0.028 1.04 1.01–1.07 0.015
Tobacco use 0.141
Treatment time 0.056

BMI: body mass index; W: waist circumference; DBP: diastolic blood pressure; TG: triglycerides; MLGP: multilocus
genetic profile; Wo: women; M: men; Nag R2: Nagelkerke’s R2. Statistically significant values are shown in bold
(p < 0.05). 1 OR was associated with an increase of 0.5 units in the MLGP variable.

4. Discussion

Our study showed that three polymorphisms with low DA activity (InsIns in
DRD2rs1799732, DRD4-L allele in DRD4-VNTR, and 9R9R homozygote in DAT1-VNTR)
were associated with the SGA treatment-induced risk of developing cardiometabolic dis-
order parameters (obesity BMI, abdominal obesity, high DBP, and HTG) in patients with
a severe mental disorder. Importantly, this is the first study using a biologically reported
MLGP score in psychiatric patients treated with SGAs, and it shows that the MLGP score
was more sensitive for detecting risk of suffering these side effects than each individual
genotype. Specifically, a hypofunctional dopaminergic system was associated with an
increased risk of obesity, high DBP, and HTG in patients treated with SGAs.

Regarding the DRD2 gene, a higher obesity BMI was associated with the InsIns
genotypes in DRD2rs1799732. We did not observe any association of DRD2rs1799732
with the presence of abdominal obesity, and with alterations in other cardiometabolic
disorder parameters nor between the evaluated parameters and the DRD2rs6277. Several
studies have analyzed the relationship between genetic variants in rs1799732 and rs6277
and the development of obesity, metabolic alterations, or blood pressure produced by SGA
treatment. We did not find any association between obesity and DRD2 SNPs when the W
measurement was used, nor when evaluating the relationship between BMI or W with the
DRD2rs6277, in accordance with other studies [47,49,51,52,62]. However, an association
between the Del allele of the SNP DRD2rs1799732 and weight gain in primarily African-
American patients with first-episode origin after three months of SGA treatment has been
reported [45]. Differences in the demographic characteristics of the samples may determine
the occurrence of these associations. In this sense, the genetic variant C-rs6277 allele in
SGA-treated chronic schizophrenic patients was found to be associated with greater weight
gain only in the African-American origin subpopulation but not in the general group of
patients [46]. A similar picture is observed regarding SGA treatment-derived alterations
in other cardiometabolic disorder parameters. While a study conducted in 490 Caucasian
patients did not detect any association between rs1799732 and two other genetic variants
in DRD2 and lipid alterations [51], in line with our results, another small sample size
study of Brazilian patients found an association between low serum HDL levels and the
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InsIns-rs1799732 genotype of DRD2 [47]. Therefore, differences in the allele frequencies of
rs1799732 and rs6277 described in various ethnic groups and the relatively small sample
size of these studies could explain the discrepant results [45–47,49,52,54].

Although our study did not detect any association between DRD4-VNTR and alter-
ations in cardiometabolic parameters after SGA treatment, it is important to note that, to
our knowledge, no study has previously reported such a relationship. Our finding showing
that carriers of DRD4-L alleles had a higher risk of abdominal obesity is in line with the
previous relationship described between DRD4-VNTR and weight gain after antipsychotic
treatment [48]. Furthermore, these results are consistent with other studies where both
children and adults, carriers of the DRD4-L allele, ate more foods rich in fat than carriers of
the DRD4-S genotype, being related to a higher BMI and higher food cravings [17,63–65].

The implication of DAT in the development of obesity and alterations in other car-
diometabolic disorder parameters tested after antipsychotic treatment has been poorly
studied. To date, only one study has evaluated the relationship between DAT1-VNTR and
weight gain produced by antipsychotic administration and found no association [54]. In
this sense, our study is the first to show a higher frequency of BMI obesity, abdominal
obesity, and elevated DBP and HTG in individuals with the 9R9R genotype in DAT1-VNTR.
Our results are in line with other genetic studies reporting higher BMI in 9R9R homozygous
individuals of DAT1-VNTR than the general population [40]. Furthermore, clinical studies
have demonstrated the anti-obesity effect of tesofensine, a DA reuptake inhibitor [66].

Although COMT is less abundantly expressed in the striatum than DAT [67], several
genetic studies have highlighted the COMT functional SNP rs4680 in the regulation and
function of the DA system in this brain region [68,69]. Our study did not demonstrate any
association of COMTrs4680 with either obesity indicator, nor with the evaluated metabolic
alterations, in accordance with a previous study [52]. However, other studies linked the
ValVal and the MetMet genotypes in the European [70] and Chinese [55] populations to
metabolic alterations after treatment with SGAs.

We carried out a detailed MLGP to group the cumulative impact of functional poly-
morphisms whose individual effects could be overlooked. In fact, we observed that patients
with obesity, high DBP, and HTG showed a lower MLGP score, indicative of low DA signal,
than those without alterations. Despite the relatively small sample, these results highlight
the potential of this new biological profiling approach to detect obesity risk and alterations
in cardiometabolic disorder parameters in patients receiving SGA treatment. Furthermore,
since this relationship, as we and others have shown, was not always observed when
studying polymorphisms separately, it represents a more sensitive vulnerability index to
a given phenotype than the individual genotypes [41,58,59]. Our results are in apparent
disagreement with other studies in the general population reporting a correlation among
a higher DA signaling in reward regions, overeating, and obesity [41]. However, a hy-
pofunctioning dopamine system and the associated low reward capacity can also lead
to overeating and obesity in individuals in an attempt to compensate for such a reward
deficit. On the other hand, there are other possible mechanisms or genetic variants of the
receptors modulated by antipsychotic drugs, such as serotonin and histamine, and type 4
melanocortin receptors at the hypothalamic level, as well as metabolizing enzymes of these
drugs, satiety-inducing hormones, and energy metabolism, that could be involved [71].

Therefore, the finding that individuals carrying genetic variants in DRD2, DRD4, and
DAT1 and low MLGP score, associated with a hypofunctional DA system, are related
to alterations in cardiometabolic parameters linked to obesity reinforce our results and
hypothesis. Therefore, patients with a genetic profile associated with a low DA activity in
reward circuits will cause the development of obesity and metabolic alterations in the most
vulnerable individuals during SGA treatment, which requires further studies.

Our study evaluated a modified MLGP score using common genetic variations of
genes that influence dopaminergic transmission. DA binding DRD2 and DRD4, and
DA reuptake and catabolism via COMT are critical factors for individual differences in
reward processing [41]. However, modified sensitive MLPG scores could benefit from
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the additive effects of other genes from different systems, such as the serotonergic or
histaminergic receptors (HRs), which have been related to several cardiometabolic disorder
parameters [71]. In this sense, a positive relationship between different polymorphisms of
the serotonin 2A and 2C receptors and/or HR1 have been observed [72], with regard to the
obesity and MS development risks in patients who receive antipsychotic drug treatment.

For instance, there are multiple data indicating that HR1 blockade contributes to obe-
sity caused by antipsychotics. In animal models, it has been observed that the deletion of
HR1 suppress the weight gain induced by antipsychotics [73], and that the administration
of an antagonist, clozapine, can reduce the expression of this receptor in the hypothalamus,
correlating with weight gain [74]. In addition, co-treatment with betahistine (HR1 ago-
nist/HR3 antagonist) was reported to be effective in reducing olanzapine-induced weight
gain during the chronic phase [75]. Association studies with HR1 gene polymorphisms are
scarce, although an interaction has been described between the rs3460704 and rs346070
genetic variants and BMI and obesity in patients treated with antipsychotics drugs with
high-affinity for HR1 with those of low affinity [72]. The additive effect of all these genes
could contribute to improve the predictive value of the MLGP, which could reduce the
variance to less than 10%.

Lastly, when studying the influence of other phenotypes, as in previous studies, we
did not observe any influence of sex, age, or the type and time of antipsychotic treatment,
AP daily doses, and concomitant treatment on the relationship of weight gain or BMI
with the studied genotypes [45–47,51]. On the other hand, we observed that BMI was
associated with the illness duration, being higher in those patients with fewer years of
illness and SGA treatment, agreeing with other studies indicating that the critical period for
developing obesity and alterations in other cardiometabolic disorder parameters is within
the first 18 months of treatment [14,76,77]. In addition, we found that abdominal obesity
was higher in women than in men in accordance with previous studies [78]. Regarding
DBP, we showed that DBP levels were related to age, being higher in those patients with
older age [79]. However, the relationship between the illness with later age onset and TG
levels in psychiatric patients treated with SGA disagrees with previous studies [1,2]. The
fact that lipid alterations have been described in the early stages of illness in subjects before
receiving antipsychotic treatment, as consequence of unhealthy behaviors associated with
life stress, supports our results [4].

It is unclear whether there is a precise association between antipsychotic polypharmacy
and higher rates of altered cardiometabolic parameters when compared with patients
receiving SGA monotherapy [80,81]. We found that combination of antipsychotic therapy
was not independently associated with the prevalence of these alterations. The fact that,
in 39% of patients receiving combined therapy with other SGAs, such as aripiprazole,
asenapine, or ziprasidone, a low weight gain was associated with metabolic burden [2,82,83]
supports our results. As mentioned above, antipsychotic-associated weight gain and
alterations in other cardiometabolic disorder parameters are more observable within the
first 18 months treatment. In this sense, our study sample represents patients who have
been ill for 15 to 25 years, with antipsychotic treatment for at least 27 months; thus, previous
treatments in their current regimens could induce partial loss of signal attributable to the
beginning of the antipsychotic treatments. Hence, it is important to confirm these findings
in psychiatric patients who start treatment with SGAs. Moreover, we must remember
that 209 patients (73.6%) demonstrated schizophrenia-like symptoms. Therefore, the use
of an MLGP score of cardiometabolic risk could be a useful tool in the management of
these patients.

The main strength of our study is its naturalistic character that was performed in pa-
tients with several mental disorders undergoing treatment with different drugs. Polyphar-
macy (antipsychotics, together with antidepressants and/or mood stabilizers, etc.) may
influence the development of obesity and metabolic disorders, decreasing the signal at-
tributable to the present SGA treatment. Naturalistic studies are more easily extrapolated
to clinical practice since they are closer to therapeutic reality. Another strength is that we
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used two different indicators of obesity (BMI and W), which refer to different forms of body
fat distribution. W refers to the distribution of visceral fat in the abdomen, which is directly
related to cardiometabolic alterations. Many studies using anthropometric measures (BMI
or weight gain) are notable to distinguish between lean and visceral fat.

The lack of information on several factors, including evaluation of adherence, symp-
toms, and diet, although they are of high relevance, could not be addressed due to the
naturalistic character and cross-sectional nature of our study, thus representing an im-
portant limitation. In addition, the characteristics of the sample, constituting Caucasian
participants (with less than 5% of different ethnic groups), limit the generalizability of
the results. However, the fact that the different ethnic groups in our territory (Bizkaia)
is very low, thus decreasing the heterogeneity, provides robustness to our results and
interpretation. A longitudinal study with patients from different ethnic groups starting
treatment with SGAs to assess its effect on cardiometabolic disorder parameters and to
collect data on eating habits and symptoms during AP treatment (i.e., PANSS, YMRS, and
MDRS or some equivalent) could be more suitable.

Although our sample size was large in comparison to previous studies, the frequency
of some genotypes was low. A limitation of this field is the lack of statistical power to detect
true differences between comparison groups. In this respect, we evaluated the MLGP score
as an additive effect of the five genotypes. Future studies with greater statistical power
checking for or ruling out possible interactions between these genotypes are needed, along
with studies determining how these interactions can modulate the response capacity of the
reward system.

We proposed the study of candidate genes in DRD2, a target of all antipsychotics. The
genes, involved in the DA system, might affect the reward mechanisms of the mesolimbic
and mesocortical pathways. However, there are other possible mechanisms or genetic
variants of the receptors modulated by antipsychotic drugs, such as serotonin and histamine,
and type 4 melanocortin receptors at the hypothalamic level, as well as metabolizing
enzymes of these drugs, satiety-inducing hormones, and energy metabolism, that could be
involved [71].

5. Conclusions

To our knowledge, this is the first exploratory study showing the association of the ge-
netic variants DRD4-VNTR and DAT1-VNTR, together with an MLGP score analysis, with
an increased risk of developing obesity, diastolic arterial hypertension, and hypertriglyc-
eridemia in patients treated with SGAs. Our study consistently demonstrated that a genetic
profile associated with a hypofunctional dopaminergic system (low density of DRD2 and
DRD4, as well as a reduced DA availability in the synaptic space) would contribute to the
pathophysiology underlying the development of alterations in cardiometabolic disorder
parameters induced by long-term treatments with SGAs. Furthermore, we showed that
the MLGP score is a more reliable index to detect risk side effects than each individual
genotype. We propose to perform a longitudinal study with a larger sample size in patients
starting treatment with SGAs in order to validate the present conclusion.
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54. Tybura, P.; Trześniowska-Drukała, B.; Bienkowski, P.; Beszlej, A.; Frydecka, D.; Mierzejewski, P.; Samochowiec, A.; Grzywacz, A.;
Samochowiec, J. Pharmacogenetics of Adverse Events in Schizophrenia Treatment: Comparison Study of Ziprasidone, Olanzapine
and Perazine. Psychiatry Res. 2014, 219, 261–267. [CrossRef]

55. Zhang, Y.; Chen, M.; Chen, J.; Wu, Z.; Yu, S.; Fang, Y.; Zhang, C. Metabolic Syndrome in Patients Taking Clozapine: Prevalence
and Influence of Catechol-O-Methyltransferase Genotype. Psychopharmacology 2014, 231, 2211–2218. [CrossRef]

56. Comings, D.E.; Blum, K. Reward Deficiency Syndrome: Genetic Aspects of Behavioral Disorders. Prog. Brain Res. 2000, 126, 325–341.
[CrossRef]

57. Davis, C.; Loxton, N.J.; Levitan, R.D.; Kaplan, A.S.; Carter, J.C.; Kennedy, J.L. “Food Addiction” and Its Association with a
Dopaminergic Multilocus Genetic Profile. Physiol. Behav. 2013, 118, 63–69. [CrossRef]

58. Nikolova, Y.S.; Ferrell, R.E.; Manuck, S.B.; Hariri, A.R. Multilocus Genetic Profile for Dopamine Signaling Predicts Ventral
Striatum Reactivity. Neuropsychopharmacol. Off. Publ. Am. Coll. Neuropsychopharmacol. 2011, 36, 1940–1947. [CrossRef]

59. Stice, E.; Yokum, S.; Burger, K.; Epstein, L.; Smolen, A. Multilocus Genetic Composite Reflecting Dopamine Signaling Capacity
Predicts Reward Circuitry Responsivity. J. Neurosci. Off. J. Soc. Neurosci. 2012, 32, 10093–10100. [CrossRef] [PubMed]

60. Gardner, D.M.; Murphy, A.L.; O’Donnell, H.; Centorrino, F.; Baldessarini, R.J. International Consensus Study of Antipsychotic
Dosing. Am. J. Psychiatry 2010, 167, 686–693. [CrossRef] [PubMed]

61. Bursac, Z.; Gauss, C.H.; Williams, D.K.; Hosmer, D.W. Purposeful Selection of Variables in Logistic Regression. Source Code Biol.
Med. 2008, 3, 17. [CrossRef] [PubMed]

62. Houston, J.P.; Kohler, J.; Bishop, J.R.; Ellingrod, V.L.; Ostbye, K.M.; Zhao, F.; Conley, R.R.; Poole Hoffmann, V.; Fijal, B.A.
Pharmacogenomic Associations with Weight Gain in Olanzapine Treatment of Patients without Schizophrenia. J. Clin. Psychiatry
2012, 73, 1077–1086. [CrossRef]

63. Silveira, P.P.; Portella, A.K.; Kennedy, J.L.; Gaudreau, H.; Davis, C.; Steiner, M.; Soares, C.N.; Matthews, S.G.; Sokolowski, M.B.;
Dubé, L.; et al. Association between the Seven-Repeat Allele of the Dopamine-4 Receptor Gene (DRD4) and Spontaneous Food
Intake in Pre-School Children. Appetite 2014, 73, 15–22. [CrossRef] [PubMed]

https://doi.org/10.2147/NDT.S138565
https://doi.org/10.1016/j.appet.2014.12.202
https://doi.org/10.1097/00008571-199606000-00007
https://www.ncbi.nlm.nih.gov/pubmed/8807664
https://doi.org/10.1371/journal.pone.0006696
https://doi.org/10.1159/000096043
https://doi.org/10.1097/FPC.0b013e32833ca24b
https://www.ncbi.nlm.nih.gov/pubmed/20664489
https://doi.org/10.1038/tpj.2010.65
https://doi.org/10.1590/1518-8345.2222.2983
https://doi.org/10.1038/tpj.2008.5
https://doi.org/10.4103/jpp.JPP_197_16
https://doi.org/10.1002/hup.1219
https://doi.org/10.1177/0269881120903462
https://www.ncbi.nlm.nih.gov/pubmed/32009515
https://doi.org/10.1097/01.jcp.0000203196.65710.2b
https://doi.org/10.1016/j.psychres.2007.09.010
https://www.ncbi.nlm.nih.gov/pubmed/19000940
https://doi.org/10.1016/j.psychres.2014.05.039
https://doi.org/10.1007/s00213-013-3410-4
https://doi.org/10.1016/S0079-6123(00)26022-6
https://doi.org/10.1016/j.physbeh.2013.05.014
https://doi.org/10.1038/npp.2011.82
https://doi.org/10.1523/JNEUROSCI.1506-12.2012
https://www.ncbi.nlm.nih.gov/pubmed/22815523
https://doi.org/10.1176/appi.ajp.2009.09060802
https://www.ncbi.nlm.nih.gov/pubmed/20360319
https://doi.org/10.1186/1751-0473-3-17
https://www.ncbi.nlm.nih.gov/pubmed/19087314
https://doi.org/10.4088/JCP.11m06916
https://doi.org/10.1016/j.appet.2013.10.004
https://www.ncbi.nlm.nih.gov/pubmed/24153108


Pharmaceutics 2023, 15, 2134 18 of 18

64. Sobik, L.; Hutchison, K.; Craighead, L. Cue-Elicited Craving for Food: A Fresh Approach to the Study of Binge Eating. Appetite
2005, 44, 253–261. [CrossRef]

65. Wang, G.-J.; Volkow, N.D.; Thanos, P.K.; Fowler, J.S. Similarity between Obesity and Drug Addiction as Assessed by Neurofunc-
tional Imaging: A Concept Review. J. Addict. Dis. 2004, 23, 39–53. [CrossRef]

66. Appel, L.; Bergström, M.; Buus Lassen, J.; Långström, B. Tesofensine, a Novel Triple Monoamine Re-Uptake Inhibitor with
Anti-Obesity Effects: Dopamine Transporter Occupancy as Measured by PET. Eur. Neuropsychopharmacol. J. Eur. Coll. Neuropsy-
chopharmacol. 2014, 24, 251–261. [CrossRef]

67. Sasaki, T.; Ito, H.; Kimura, Y.; Arakawa, R.; Takano, H.; Seki, C.; Kodaka, F.; Fujie, S.; Takahata, K.; Nogami, T.; et al. Quantification
of Dopamine Transporter in Human Brain Using PET with 18F-FE-PE2I. J. Nucl. Med. Off. Publ. Soc. Nucl. Med. 2012, 53, 1065–1073.
[CrossRef]

68. Dreher, J.-C.; Kohn, P.; Kolachana, B.; Weinberger, D.R.; Berman, K.F. Variation in Dopamine Genes Influences Responsivity of the
Human Reward System. Proc. Natl. Acad. Sci. USA. 2009, 106, 617–622. [CrossRef]

69. Brody, A.L.; Mandelkern, M.A.; Olmstead, R.E.; Allen-Martinez, Z.; Scheibal, D.; Abrams, A.L.; Costello, M.R.; Farahi, J.;
Saxena, S.; Monterosso, J.; et al. Ventral Striatal Dopamine Release in Response to Smoking a Regular vs a Denicotinized Cigarette.
Neuropsychopharmacol. Off. Publ. Am. Coll. Neuropsychopharmacol. 2009, 34, 282–289. [CrossRef] [PubMed]

70. Ellingrod, V.L.; Taylor, S.F.; Dalack, G.; Grove, T.B.; Bly, M.J.; Brook, R.D.; Zöllner, S.K.; Pop-Busui, R. Risk Factors Associated with
Metabolic Syndrome in Bipolar and Schizophrenia Subjects Treated with Antipsychotics: The Role of Folate Pharmacogenetics.
J. Clin. Psychopharmacol. 2012, 32, 261–265. [CrossRef]

71. Balt, S.L.; Galloway, G.P.; Baggott, M.J.; Schwartz, Z.; Mendelson, J. Mechanisms and Genetics of Antipsychotic-Associated
Weight Gain. Clin. Pharmacol. Ther. 2011, 90, 179–183. [CrossRef] [PubMed]

72. Vehof, J.; Risselada, A.J.; Al Hadithy, A.F.Y.; Burger, H.; Snieder, H.; Wilffert, B.; Arends, J.; Wunderink, L.; Knegtering, H.;
Wiersma, D.; et al. Association of Genetic Variants of the Histamine H1 and Muscarinic M3 Receptors with BMI and HbA1c
Values in Patients on Antipsychotic Medication. Psychopharmacology 2011, 216, 257–265. [CrossRef]

73. Kim, S.F.; Huang, A.S.; Snowman, A.M.; Teuscher, C.; Snyder, S.H. From the Cover: Antipsychotic Drug-Induced Weight
Gain Mediated by Histamine H1 Receptor-Linked Activation of Hypothalamic AMP-Kinase. Proc. Natl. Acad. Sci. USA 2007,
104, 3456–3459. [CrossRef] [PubMed]

74. Han, M.; Deng, C.; Burne, T.H.J.; Newell, K.A.; Huang, X.-F. Short- and Long-Term Effects of Antipsychotic Drug Treatment on
Weight Gain and H1 Receptor Expression. Psychoneuroendocrinology 2008, 33, 569–580. [CrossRef]

75. Lian, J.; Huang, X.-F.; Pai, N.; Deng, C. Preventing Olanzapine-Induced Weight Gain Using Betahistine: A Study in a Rat Model
with Chronic Olanzapine Treatment. PLoS ONE 2014, 9, e104160. [CrossRef] [PubMed]

76. Taylor, J.H.; Jakubovski, E.; Gabriel, D.; Bloch, M.H. Predictors and Moderators of Antipsychotic-Related Weight Gain in the
Treatment of Early-Onset Schizophrenia Spectrum Disorders Study. J. Child Adolesc. Psychopharmacol. 2018, 28, 474–484. [CrossRef]

77. Vázquez-Bourgon, J.; Ibáñez Alario, M.; Mayoral-van Son, J.; Gómez Revuelta, M.; Ayesa Arriola, R.; Juncal Ruiz, M.; Ortiz-García
de la Foz, V.; Crespo Facorro, B. A 3-Year Prospective Study on the Metabolic Effect of Aripiprazole, Quetiapine and Ziprasidone:
A Pragmatic Clinical Trial in First Episode Psychosis Patients. Eur. Neuropsychopharmacol. J. Eur. Coll. Neuropsychopharmacol. 2020,
39, 46–55. [CrossRef] [PubMed]

78. Wysokiński, A.; Kowman, M.; Kłoszewska, I. The Prevalence of Metabolic Syndrome and Framingham Cardiovascular Risk
Scores in Adult Inpatients Taking Antipsychotics—A Retrospective Medical Records Review. Psychiatr. Danub. 2012, 24, 314–322.
[PubMed]

79. Eriksen, B.O.; Stefansson, V.T.N.; Jenssen, T.G.; Mathisen, U.D.; Schei, J.; Solbu, M.D.; Wilsgaard, T.; Melsom, T. Blood Pressure
and Age-Related GFR Decline in the General Population. BMC Nephrol. 2017, 18, 77. [CrossRef] [PubMed]

80. Aly El-Gabry, D.M.; Abdel Aziz, K.; Okasha, T.; Azzam, H.; Okasha, A. Antipsychotic Polypharmacy and Its Relation to Metabolic
Syndrome in Patients With Schizophrenia: An Egyptian Study. J. Clin. Psychopharmacol. 2018, 38, 27–33. [CrossRef]

81. Edinoff, A.N.; Ellis, E.D.; Nussdorf, L.M.; Hill, T.W.; Cornett, E.M.; Kaye, A.M.; Kaye, A.D. Antipsychotic Polypharmacy-Related
Cardiovascular Morbidity and Mortality: A Comprehensive Review. Neurol. Int. 2022, 14, 294–309. [CrossRef]

82. Fleischhacker, W.W.; Heikkinen, M.E.; Olié, J.-P.; Landsberg, W.; Dewaele, P.; McQuade, R.D.; Loze, J.-Y.; Hennicken, D.; Kerselaers,
W. Effects of Adjunctive Treatment with Aripiprazole on Body Weight and Clinical Efficacy in Schizophrenia Patients Treated with
Clozapine: A Randomized, Double-Blind, Placebo-Controlled Trial. Int. J. Neuropsychopharmacol. 2010, 13, 1115–1125. [CrossRef]
[PubMed]

83. Potkin, S.G.; Cohen, M.; Panagides, J. Efficacy and Tolerability of Asenapine in Acute Schizophrenia: A Placebo- and Risperidone-
Controlled Trial. J. Clin. Psychiatry 2007, 68, 1492–1500. [CrossRef] [PubMed]

Disclaimer/Publisher’s Note: The statements, opinions and data contained in all publications are solely those of the individual
author(s) and contributor(s) and not of MDPI and/or the editor(s). MDPI and/or the editor(s) disclaim responsibility for any injury to
people or property resulting from any ideas, methods, instructions or products referred to in the content.

https://doi.org/10.1016/j.appet.2004.12.001
https://doi.org/10.1300/J069v23n03_04
https://doi.org/10.1016/j.euroneuro.2013.10.007
https://doi.org/10.2967/jnumed.111.101626
https://doi.org/10.1073/pnas.0805517106
https://doi.org/10.1038/npp.2008.87
https://www.ncbi.nlm.nih.gov/pubmed/18563061
https://doi.org/10.1097/JCP.0b013e3182485888
https://doi.org/10.1038/clpt.2011.97
https://www.ncbi.nlm.nih.gov/pubmed/21633343
https://doi.org/10.1007/s00213-011-2211-x
https://doi.org/10.1073/pnas.0611417104
https://www.ncbi.nlm.nih.gov/pubmed/17360666
https://doi.org/10.1016/j.psyneuen.2008.01.018
https://doi.org/10.1371/journal.pone.0104160
https://www.ncbi.nlm.nih.gov/pubmed/25084453
https://doi.org/10.1089/cap.2017.0147
https://doi.org/10.1016/j.euroneuro.2020.08.009
https://www.ncbi.nlm.nih.gov/pubmed/32891516
https://www.ncbi.nlm.nih.gov/pubmed/23013638
https://doi.org/10.1186/s12882-017-0496-7
https://www.ncbi.nlm.nih.gov/pubmed/28245797
https://doi.org/10.1097/JCP.0000000000000815
https://doi.org/10.3390/neurolint14010024
https://doi.org/10.1017/S1461145710000490
https://www.ncbi.nlm.nih.gov/pubmed/20459883
https://doi.org/10.4088/JCP.v68n1004
https://www.ncbi.nlm.nih.gov/pubmed/17960962

	Introduction 
	Materials and Methods 
	Results 
	Sample Characteristics, Obesity Indicators, and Cardiometabolic Parameters 
	Relationship between the Presence/Absence of Obesity, BMI, and Abdominal Obesity and the Studied Genotypes 
	Relationship between the Presence of High Diastolic Blood Pressure, Hyperlipidaemia, and Hyperglycaemia and the Studied Genotypes 
	Relationship of the Presence/Absence of Obesity and Cardiometabolic Disorder Parameters Alterations with MLGP Score 

	Discussion 
	Conclusions 
	References

